SEP 1 02D0Z 



SEQUENCE LISTING. ST2 5 
SEQUENCE LISTING 



<110> nsa^fcia, Pablo D 
Hardy, Stephen F 
Escobedo, Jaime 
Williams, Lewis T 

<120> ENDOGENOUS RETROVIRUSES UP-REGULATED IN PROSTATE CANCER 

<130> 002441.00008 

<140> 10/016,604 
<141> 2001-12-07 



<150> 
<151> 



6,0251,830 
2000-12-07 



<160> 225 

<170> Patentin version 3.1 

<210> 1 

<211> 89 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ctttgtctct gtgtcttttt cttttccaaa tctctcgtcc caccttacga gaaacaccca 60 
caggtgtgta ggggcaaccc acccctaca 89 



<210> 2 

<211> 560 

<212> DNA 

<213> Homo sapiens 



<400> 2 

tgtggggaaa 

aggagactcc 

tatgacctta 

atggattaag 

cttaagagtc 

ccgcagggac 

cctgaaatat 

aagggtctgt 

agaggaaggc 

gattgtatgc 



agcaagagag 
attttgttat 
cccccaaccc 
ggcggtgcag 
atcaccactc 
ctctgcctag 
ggcctcgtgg 
gctgaggagg 
atctgtctcc 
tccatctact 



atcagattgt 
gtactaagaa 
cgtgctctct 
gatgtgcttt 
cctaatctca 
gaaagccagg 
gaagggaaag 
attagtaaaa 
tgcctgtccc 



tactgtgtct 
aaattcttct 
gaaacatgtg 
gttaaacaga 
agtacccagg 
tattgtccaa 
acctgaccgt 
gaggaaggaa 
tgggcaatgg 



gtgtagaaag 
gccttgagat 
ctgtgtccac 
tgcttgaagg 
gacacaaaaa 
cgtttctccc 
cccccagccc 
tgcctcttgc 
aatgtctcgg 



aagtagacat 
tctgttaatc 
tcagggttaa 
cagcatgctc 
ctgcggaagg 
catgtgatag 
gacacccgta 
agttgagaca 
tataaaaccc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
560 



<210> 3 

<211> 319 

<212> DNA 

<213> Homo sapiens 



<400> 3 

gagataggga 

gtaaagcact 

attgtctatg 

tgtcttgtga 

ctaagggaac 

ccttctttct 



aaaaccgcct 
gagatgttta 
atgcaaagac 
ccctgacaca 
tcagaggctg 
ttctctata 



tagggctgga 
tgtgtatgca 
ctttgttcac 
tccccctctt 
gcgggatcct 



ggtgggacct 
tatctaaaag 
atgtttgtct 
cgagaaacac 
ccatatgctg 



gcgggcagca 
cacagcactt 
gctgaccctc 
ccacagatga 
aacgctggtt 



atactgcttt 
aatcctttac 
tccccacaat 
tcagtaaata 
ccccgggtcc 



60 
120 
180 
240 
300 
319 
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SEQUENCE LISTING. ST2 5 

<210> 4 

<211> 408 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gagataggga aaaaccgcct tagggctgga ggtgggacct gcgggcagca atactgcttt 60 

gtaaagcact gagatgttta tgtgtatgca tatctaaaag cacagcactt aatcctttac 120 

attgtctatg atgcaaagac ctttgttcac atgtttgtct gctgaccctc tccccacaat 180 

tgtcttgtga ccctgacaca tccccctctt cgagaaacac ccacagatga tcagtaaata 2 40 

ctaagggaac tcagaggctg gcgggatcct ccatatgctg aacgctggtt ccccgggtcc 3 00 

ccttctttct ttctctatac tttgtctctg tgtctttttc ttttccaaat ctctcgtccc 3 60 

accttacgag aaacacccac aggtgtgtag gggcaaccca cccctaca 408 



<210> 5 

<211> 879 

<212> DNA 

<213> Homo sapiens 

<400> 5 

tgtggggaaa agcaagagag atcagattgt tactgtgtct gtgtagaaag aagtagacat 60 

aggagactcc attttgttat gtactaagaa aaattcttct gccttgagat tctgttaatc 120 

tatgacctta cccccaaccc cgtgctctct gaaacatgtg ctgtgtccac tcagggttaa 180 

atggattaag ggcggtgcag gatgtgcttt gttaaacaga tgcttgaagg cagcatgctc 240 

cttaagagtc atcaccactc cctaatctca agtacccagg gacacaaaaa ctgcggaagg 300 

ccgcagggac ctctgcctag gaaagccagg tattgtccaa cgtttctccc catgtgatag 3 60 

cctgaaatat ggcctcgtgg gaagggaaag acctgaccgt cccccagccc gacacccgta 420 

aagggtctgt gctgaggagg attagtaaaa gaggaaggaa tgcctcttgc agttgagaca 480 

agaggaaggc atctgtctcc tgcctgtccc tgggcaatgg aatgtctcgg tataaaaccc 540 

gattgtatgc tccatctact gagataggga aaaaccgcct tagggctgga ggtgggacct 600 

gcgggcagca atactgcttt gtaaagcact gagatgttta tgtgtatgca tatctaaaag 660 

cacagcactt aatcctttac attgtctatg atgcaaagac ctttgttcac atgtttgtct 720 

gctgaccctc tccccacaat tgtcttgtga ccctgacaca tccccctctt cgagaaacac 780 

ccacagatga tcagtaaata ctaagggaac tcagaggctg gcgggatcct ccatatgctg 840 

aacgctggtt ccccgggtcc ccttctttct ttctctata 879 



<210> 6 

<211> 108 

<212> DNA 

<213> Homo sapiens 

<400> 6 

tctggtgccc aacgtggagg cttttctcta gggtgaaggt acgctcgagc gtggtcattg 60 
aggacaagtc gacgagagat cccgagtaca tctacagtca gccttacg 108 



<210> 7 

<211> 1390 

<212> DNA 

<213> Homo sapiens 



<400> 7 

gggaagagac 

tgaaaatgtt 

taagaacakt 

ttttggccaa 

atggrgtaca 

cagaccaatt 

agaatgaggc 

acccaggaac 

actttgtggc 



tcaagtagga 
aaaagatata 
attagattcc 
atcttccctt 
rgaacaggta 
gttaggaaca 
tattgaacaa 
agctttccct 
aagattacaa 



gcgcctgccc 
aaggaaggag 
attgcycatg 
tcatcctctc 
cgaaaaaatc 
ggtccaaatt 
gtaagggcta 
attaattcaa 
gatgctgctc 



gagctgagac 
ttaaacaata 
gaaatagact 
agtatctaca 
aggctactaa 
ggagcaccat 
tttgcctcag 
ttagacaagg 
aaaagtctat 
Page 



tagatgtgaa 
tggrtccaac 
tactccttat 
gtttaaaacc 
gcccactgtt 
taaccaacaa 
ggcctgggga 
ctctaaagag 
tacagatgac 
2 



cctttcacca 
tccccttata 
gactgggaaa 
tggtggattg 
aatatagacg 
tcagtgatgc 
aaaattcagg 
ccatatcctg 
aatgcccgaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 



SEQUENCE LISTING. ST25 

aagttattgt agaattaatg gcctatgaaa atgcaaatcc agaatgtcag tcggccataa 600 

agccattaaa aggaaaagtt ccagcaggag ttgatgtaat tacmgaatat gtgaaggctt 660 

gtgatgggat tggaggagct atgcataagg caatgctaat ggctcaagca atgagggggc 720 

tcactctagg aggacaagtt agaacatttg ggaaaaaatg ttataattgt ggtcaaatcg 780 

gtcatckgaa aaggagttgc ccaggcttaa ayaarcagaa tataataaat caagctatta 840 

cagcaaaaaa taaaaagcca tctggcctgt gtccaaaatg tggaaaagca aaacattggg 900 

ccaatcaatg tcattctaaa tttgataaag atgggcaacc attgtctgga aacaggaaga 960 

ggggccagcc tcaggccccc caacaaactg gggcattccc agttaaactg tttgttcctc 1020 

agggttttca aggacaacaa cccctacaga aaataccacc acttcaggga gtcagccaat 1080 

tacaacaatc caacagctgt cccgcgccac agcaggcagc accgcagtag atttatgttc 1140 

cacccaaatg gtctttttac tccctggaaa gcccccacaa aagattccta gaggggtata 1200 

tggcccgctg ccagaaggga gggtaggcct ttgagggaga tcaagtctaa atttgaaggg 12 60 

agtccaaatt catactgggg taatttactc agattataaa gggggaattc agttagtgat 1320 

cagctccact gttccccgga gtgccaatcc aggtgataga attgctcaat tactgctttt 1380 

gccttatgca 1390 



<210> 8 

<211> 1416 

<212> DNA 

<213> Homo sapiens 

<400> 8 

acaacaatgg catgcagaga ttactatccc agcctcccta tacagcccca ggaatcaaaa 60 

aatcatgact aaaatgggat agctccctaa aaagggacta ggaaagaaag aagtcccaat 120 

tgaggctgaa aaaaatyaaa aaagaaaagg aatagggcat cctttttagg agcggtcact 180 

gtagagcctc caaaacccat tccattaact tgggaaaaaa amaactgtat ggtaaatcag 240 

cagccgcttc caaaacaaaa rctggaggcy ttacayttat tagcaaagaa acmattagaa 300 

aaaggacatt gagccttcat tttcgccttg gaattctgtt tgtrattcag aaaaaatccg 360 

gcagatggcg tatgctaact gagccattaa tgccgtaatt caacccatgg gggctctccc 420 

accccggttg ccctctccag ccatggtccc ctttaattat aattgatctg aaggattgct 480 

tttttaccat tcctctggca aaacaggatt ttgaraaatt tgctttyacc acaccagcct 540 

aaataataaa gaaccagcca ccaggtttca gtggaaagta ttgcctcagg gaatgcttaa 600 

tagttcaact atttgtcagc tcaagctctg caaccagtta gagacaagtt ttcagactgt 660 

tacatcgttc actatgttga tattttgtgt gctgcagaaa cgagagacaa attaattgac 720 

cgttacacat ttctgcagac agaggttgcc aacgcgggrc tgacaataac atctgataag 780 

attcaarcct ctactccttt ccgttacttg ggaatgcagg tagaggaaag gaaaattaaa 840 

ccmcaaaaaa atagaaataa gaaaagacac attaaaagca ttaaatgagt ttcaaaagtt 900 

gctaggagat actaattgga tttggagata ttaattggat ttggccaact ctaggcattc 960 

ctacttatgc catgtcaaat ttgtwctctt tcttaagagg ggactcggaa ttaaatagtg 1020 

aaagaacgtt aactccagag gcaactaaag aaattaaatt aattgaagaa aaaattcggt 1080 

cagcacaagt aaatagaata gatcacttgg ccccactcca aattttgatt tttactactg 1140 

cacattccct aacaggcatc attgttcaaa acacagatct tgtggagtgg tccttccttc 1200 

ctcacagtac aattaagact tttacattgt acttggatca aatggctaca ttaattggtc 1260 

agggaagatt atgaataata acattgtgtg gaaatgaccc agataaaatc actgttcctt 1320 

tcaacaagca acaggttaga caagccttta tcaattctgg tgcatggcag attggtcttg 1380 

ccgattttgt gggaattatt gacaatcgtt accaca 1416 



<210> 9 

<211> 1420 

<212> DNA 

<213> Homo sapiens 

<400> 9 

acaacaatgg catgcagaga ttactatccc agcctcccta tacagcccca ggaatcaaaa 60 

aatcatgact aaaatgggat agctccctaa aaagggacta ggaaagaaag aagtcccaat 120 

tgaggctgaa aaaaatyaaa aaagaaaagg aatagggcat cctttttagg agcggtcact 180 

gtagagcctc caaaacccat tccattaact tgggggaaaa aaaaamaact gtatggtaaa 240 

tcagcagccg cttccaaaac aaaarctgga ggcyttacay ttattagcaa agaaacmatt 300 

agaaaaagga cattgagcct tcattttcgc cttggaattc tgtttgtrat tcagaaaaaa 360 

tccggcagat ggcgtatgct aactgagcca ttaatgccgt aattcaaccc atgggggctc 420 

tcccaccccg gttgccctct ccagccatgg tcccctttaa ttataattga tctgaaggat 480 
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SEQUENCE LISTING. ST25 

tgctttttta ccattcctct ggcaaaacag gattttgara aatttgcttt yaccacacca 540 

gcctaaataa taaagaacca gccaccaggt ttcagtggaa agtattgcct cagggaatgc 600 

ttaatagttc aactatttgt cagctcaagc tctgcaacca gttagagaca agttttcaga 660 

ctgttacatc gttcactatg ttgatatttt gtgtgctgca gaaacgagag acaaattaat 720 

tgaccgttac acatttctgc agacagaggt tgccaacgcg ggrctgacaa taacatctga 780 

taagattcaa rcctctactc ctttccgtta cttgggaatg caggtagagg aaaggaaaat 840 

taaaccmcaa aaaaatagaa ataagaaaag acacattaaa agcattaaat gagtttcaaa 900 

agttgctagg agatactaat tggatttgga gatattaatt ggatttggcc aactctaggc 960 

attcctactt atgccatgtc aaatttgtwc tctttcttaa gaggggactc ggaattaaat 102 0 

agtgaaagaa cgttaactcc agaggcaact aaagaaatta aattaattga agaaaaaatt 1080 

cggtcagcac aagtaaatag aatagatcac ttggccccac tccaaatttt gatttttact 1140 

actgcacatt ccctaacagg catcattgtt caaaacacag atcttgtgga gtggtccttc 1200 

cttcctcaca gtacaattaa gacttttaca ttgtacttgg atcaaatggc tacattaatt 1260 

ggtcagggaa gattatgaat aataacattg tgtggaaatg acccagataa aatcactgtt 1320 

cctttcaaca agcaacaggt tagacaagcc tttatcaatt ctggtgcatg gcagattggt 1380 

cttgccgatt ttgtgggaat tattgacaat cgttaccaca 1420 



<210> 10 

<211> 837 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ccaaaagaat gagtcatcaa aactcagtat cactygactc aaagagcaga gttggttgcc 60 

gtcattacag tgttaacaag attttaatca gtctattaac attgtatcag attctgcata 120 

tgtagtacag gctacaaagg atattgagag agccctaatc aaatacatta tggatgatca 180 

gttaaacccg ctgtttaatt tgttacaaca aaatgtaaga aaawgaaatt tcccatttta 240 

tattactcat attcgagcac acactaattt accagggcct ttaactaaag caaatgaaca 300 

agctgacttg ctagtatcat ctgcattcat kgargcacaa gaacttcatg ccttgactca 360 

tgtaaatgca ataggattaa aaaataratt tgatatcaca tggaaacaga caaaaaatat 420 

tgtacaacat tgcrcccagt gtcagattct acacctggcc actcaggagg yaagagttaa 480 

tcccagaggt ctatgtccta atgtgttatg gcaaatggat gtcatgcacg taccytcatt 540 

tggaaaattg tcatttgtcc aygtgacagt tgatacttat tcacatttca tatgggcaac 600 

ctgccagaca ggagaaagta cttcccatgt yaagagacat ttattatytt gttttcctgt 660 

catgggagtt ccagaaaaag ttaaracaga caatgggcca ggttactgta gtaaagcagt 720 

tcaaraattc ttaaatcagt ggaaaattac acatacaata ggaattctct ataattccca 780 

aggacaggcc ataattgaaa gaactaatag aacactcaaa gctcaattgg ttaaaca 837 



<210> 11 

<211> 841 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1)..(841) 

<223> N=A,G,C,T 

<400> 11 

gggaagagac tcaagtagga gcgcctgccc gagctgagac tagatgtgaa cctttcacca 60 

tgaaaatgtt aaaagatata aaggaaggag ttaaacaata tggatccaac tccccttata 120 

taagaacagt attagattcc attgctcatg gaaatagact tactccttat gactgggaaa 180 

ttttggccaa atcttccctt tcatcctctc agtatctaca gtttaaaacc tggtggattg 240 

atggagtaca agaacaggta cgnaaaaaat caggctacta agcccactgt taatatagac 300 

gcagaccaat tgttaggaac aggtccaaat tggagcacca ttaaccaaca atcagtgatg 360 

cagaatgagg ctattgaaca agtaagggct atttgcctca gggcctgggg aaaaattcag 420 

gacccaggaa cagctttccc tattaattca attagacaag gctctaaaga gccatatcct 480 

gactttgtgg caagattaca agatgctgct caaaagtcta ttacagatga caatgcccga 540 

aaagttattg tagaattaat ggcctatgaa aatgcaaatc cagaatgtca gtcggccata 600 

aagccattaa aaggaaaagt tccagcagga gttgatgtaa ttacagaata tgtgaaggct 660 

tgtgatggga ttggaggagc tatgcataag gcaatgctaa tggctcaagc aatgaggggg 720 
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SEQUENCE LISTING. ST2 5 

ctcactctag gaggacaagt tagaacattt gggaaaaaat gttataattg tggtcaaatc 7 80 

ggtcatctga aaaggagttg cccaggctta aataaacaga atataataaa tcaagctatt 840 

a 841 



<210> 


12 


<211> 


924 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc feature 


<222> 


(1) . . (924) 


<223> 


N=A,G,C,T 



<400> 12 

nctgaaaaaa 

agcctccaaa 

ncgcttccaa 

ggacattgag 

gatggcgtat 

ccggttgccc 

ttaccattcc 

taataaagaa 

ttcaactatt 

atcgttcact 

tacacatttc 

caaacctcta 

caaaaaaata 

aggagatact 

cttatgccat 

gaacgttaac 



atnaaaaaag 
acccattcca 
aacaaaanct 
ccttcatttt 
gctaactgag 
tctccagcca 
tctggcaaaa 
ccagccacca 
tgtcagctca 
atgttgatat 
tgcagacaga 
ctcctttccg 
gaaataagaa 
aattggattt 
gtcaaatttg 
tccagaggca 



aaaaggaata 
ttaacttggg 
ggaggcntta 
cgccttggaa 
ccattaatgc 
tggtcccctt 
caggattttg 
ggtttcagtg 
agctctgcaa 
tttgtgtgct 
ggttgccaac 
ttacttggga 
aagacacatt 
ggagatatta 
tnctctttct 
acta 



gggcatcctt 
naaaaaaana 
canttattag 
ttctgtttgt 
cgtaattcaa 
taattataat 
aaaaatttgc 
gaaagtattg 
ccagttagag 
gcagaaacga 
gcgggactga 
atgcaggtag 
aaaagcatta 
attggatttg 
taagagggga 



tttaggagcg 
actgtatggt 
caaagaaacc 
aattcagaaa 
cccatggggg 
tgatctgaag 
ttttaccaca 
cctcagggaa 
acaagttttc 
gagacaaatt 
caataacatc 
aggaaaggaa 
aatgagtttc 
gccaactcta 
ctcggaatta 



gtcactgtag 
aaatcagcag 
attagaaaaa 
aaatccggca 
ctctcccacc 
gattgctttt 
ccagcctaaa 
tgcttaatag 
agactgttac 
aattgaccgt 
tgataagatt 
aattaaacca 
aaaagttgct 
ggcattccta 
aatagtgaaa 



60 

120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
924 



<210> 


13 




<211> 


833 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


misc 


feature 


<222> 


(1) . 


. (833) 


<223> 


N=A,i 


G,C,T 



<400> 13 

ccaaaagaat 

gtcattacag 

tgtagtacag 

gttaaacccg 

tattactcat 

agctgacttg 

tgtaaatgca 

tgtacaacat 

tcccagaggt 

tggaaaattg 

ctgccagaca 

catgggagtt 

tcaaaaattc 

aggacaggcc 



gagtcatcaa 
tgttaacaag 
gctacaaagg 
ctgtttaatt 
attcgagcac 
ctagtatcat 
ataggattaa 
tgcacccagt 
ctatgtccta 
tcatttgtcc 
ggagaaagta 
ccagaaaaag 
ttaaatcagt 
ataattgaaa 



aactcagtat 
attttaatca 
atattgagag 
tgttacaaca 
acactaattt 
ctgcattcat 
aaaataaatt 
gtcagattct 
atgtgttatg 
atgtgacagt 
cttcccatgt 
ttaaaacaga 
ggaaaattac 
gaactaatag 



cacttgactc 
gtctattaac 
agccctaatc 
aaatgtaaga 
accagggcct 
ggaagcacaa 
tgatatcaca 
acacctggcc 
gcaaatggat 
tgatacttat 
taagagacat 
caatgggcca 
acatacaata 
aacactcaaa 



aaagagcaga 
attgtatcag 
aaatacatta 
aaaagaaatt 
ttaactaaag 
gaacttcatg 
tggaaacaga 
actcaggagg 
gtcatgcacg 
tcacatttca 
ttattatctt 
ggttactgta 
ggaattctct 
gctcaattgg 



gttggttgcc 
attctgcata 
tggatgatca 
tcccatttta 
caaatgaaca 
ccttgactca 
caaaaaatat 
caagagttaa 
taccttcatt 
tatgggcaac 
gttttcctgt 
gtaaagcagt 
ataattccca 
tta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
833 



<210> 14 
<211> 868 



Page 5 



<212> DNA 

<213> Homo sapiens 



SEQUENCE LISTING. ST2 5 



<400> 14 

gggaagagac tcaagtagga gcgcctgccc gagctgagac tagatgtgaa cctttcacca 60 

tgaaaatgtt aaaagatata aaggaaggag ttaaacaata tggatccaac tccccttata 120 

taagaacagt attagattcc attgctcatg gaaatagact tactccttat gactgggaaa 180 

ttttggccaa atcttccctt tcatcctctc agtatctaca gtttaaaacc tggtggattg 240 

atggagtaca ggaacaggta cgaaaaaatc aggctactaa gcccactgtt aatatagacg 3 00 

cagaccaatt gttaggaaca ggtccaaatt ggagcaccat taaccaacaa tcagtgatgc 360 

agaatgaggc tattgaacaa gtaagggcta tttgcctcag ggcctgggga aaaattcagg 420 

acccaggaac agctttccct attaattcaa ttagacaagg ctctaaagag ccatatcctg 480 

actttgtggc aagattacaa gatgctgctc aaaagtctat tacagatgac aatgcccgaa 540 

aagttattgt agaattaatg gcctatgaaa atgcaaatcc agaatgtcag tcggccataa 600 

agccattaaa aggaaaagtt ccagcaggag ttgatgtaat tacagaatat gtgaaggctt 660 

gtgatgggat tggaggagct atgcataagg caatgctaat ggctcaagca atgagggggc 720 

tcactctagg aggacaagtt agaacatttg ggaaaaaatg ttataattgt ggtcaaatcg 780 

gtcatctgaa aaggagttgc ccaggcttaa ataaacagaa tataataaat caagctatta 840 

cagaaaaaaa aaaaaaaaaa aaaaaaaa 868 



<210> 15 

<211> 1417 

<212> DNA 

<213> Homo sapiens 

<400> 15 

gggaagagac tcaagtagga gcgcctgccc gagctgagac tagatgtgaa cctttcacca 60 

tgaaaatgtt aaaagatata aaggaaggag ttaaacaata tgggtccaac tccccttata 120 

taagaacatt attagattcc attgctcatg gaaatagact tactccttat gactgggaaa 180 

ttttggccaa atcttccctt tcatcctctc agtatctaca gtttaaaacc tggtggattg 240 

atggagtaca agaacaggta cgaaaaaatc aggctactaa gcccactgtt aatatagacg 300 

cagaccaatt gttaggaaca ggtccaaatt ggagcaccat taaccaacaa tcagtgatgc 3 60 

agaatgaggc tattgaacaa gtaagggcta tttgcctcag ggcctgggga aaaattcagg 420 

acccaggaac agctttccct attaattcaa ttagacaagg ctctaaagag ccatatcctg 480 

actttgtggc aagattacaa gatgctgctc aaaagtctat tacagatgac aatgcccgaa 540 

aagttattgt agaattaatg gcctatgaaa atgcaaatcc agaatgtcag tcggccataa 600 

agccattaaa aggaaaagtt ccagcaggag ttgatgtaat tacagaatat gtgaaggctt 660 

gtgatgggat tggaggagct atgcataagg caatgctaat ggctcaagca atgagggggc 720 

tcactctagg aggacaagtt agaacatttg ggaaaaaatg ttataattgt ggtcaaatcg 780 

gtcatcggaa aaggagttgc ccaggcttaa ataaacagaa tataataaat caagctatta 840 

cagcaaaaaa taaaaagcca tctggcctgt gtccaaaatg tggaaaagca aaacattggg 900 

ccaatcaatg tcattctaaa tttgataaag atgggcaacc attgtctgga aacaggaaga 960 

ggggccagcc tcaggccccc caacaaactg gggcattccc agttaaactg tttgttcctc 1020 

agggttttca aggacaacaa cccctacaga aaataccacc acttcaggga gtcagccaat 1080 

tacaacaatc caacagctgt cccgcgccac agcaggcagc accgcagtag atttatgttc 1140 

cacccaaatg gtctttttac tccctggaaa gcccccacaa aagattccta gaggggtata 1200 

tggcccgctg ccagaaggga gggtaggcct ttgagggaga tcaagtctaa atttgaaggg 1260 

agtccaaatt catactgggg taatttactc agattataaa gggggaattc agttagtgat 132 0 

cagctccact gttccccgga gtgccaatcc aggtgataga attgctcaat tactgctttt 1380 

gccttatgca aaaaaaaaaa aaaaaaaaaa aaaaaaa 1417 



<210> 16 

<211> 841 

<212> DNA 

<213> Homo sapiens 

<400> 16 

aagagactca agtaggagcg cctgcccgag ctgagactag atgtgaacct ttcaccatga 60 

aaatgttaaa agatataaag gaaggagtta aacaatatgg atccaactcc ccttatataa 120 

gaacagtatt agattccatt gcccatggaa atagacttac tccttatgac tgggaaattt 180 

tggccaaatc ttccctttca tcctctcagt atctacagtt taaaacctgg tggattgatg 240 
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gggtacaaga acaggtacga aaaaaatcag gctactaagc ccactgttaa tatagacgca 300 

gaccaattgt taggaacagg tccaaattgg agcaccatta accaacaatc agtgatgcag 360 

aatgaggcta ttgaacaagt aagggctatt tgcctcaggg cctggggaaa aattcaggac 420 

ccaggaacag ctttccctat taattcaatt agacaaggct ctaaagagcc atatcctgac 480 

tttgtggcaa gattacaaga tgctgctcaa aagtctatta cagatgacaa tgcccgaaaa 540 

gttattgtag aattaatggc ctatgaaaat gcaaatccag aatgtcagtc ggccataaag 600 

ccattaaaag gaaaagttcc agcaggagtt gatgtaatta ccgaatatgt gaaggcttgt 660 

gatgggattg gaggagctat gcataaggca atgctaatgg ctcaagcaat gagggggctc 720 

actctaggag gacaagttag aacatttggg aaaaaatgtt ataattgtgg tcaaatcggt 780 

catctgaaaa ggagttgccc aggcttaaac aagcaaaaaa aaaaaaaaaa aaaaaaaaaa 840 

a 841 



<210> 17 

<211> 873 

<212> DNA 

<213> Homo sapiens 



<400> 17 

acaacaatgg 

aatcatgact 

tgaggctgaa 

gtagagcctc 

cagccgcttc 

aaaggacatt 

gcagatggcg 

accccggttg 

tttttaccat 

aaataataaa 

tagttcaact 

tacatcgttc 

cgttacacat 

attcaaacct 

ccccaaaaaa 



catgcagaga 
aaaatgggat 
aaaaattaaa 
caaaacccat 
caaaacaaaa 
gagccttcat 
tatgctaact 
ccctctccag 
tcctctggca 
gaaccagcca 
atttgtcagc 
actatgttga 
ttctgcagac 
ctactccttt 
aaaaaaaaaa 



ttactatccc 
agctccctaa 
aaagaaaagg 
tccattaact 
gctggaggcc 
tttcgccttg 
gagccattaa 
ccatggtccc 
aaacaggatt 
ccaggtttca 
tcaagctctg 
tattttgtgt 
agaggttgcc 
ccgttacttg 
aaaaaaaaaa 



agcctcccta 
aaagggacta 
aatagggcat 
tgggaaaaaa 
ttacacttat 
gaattctgtt 
tgccgtaatt 
ctttaattat 
ttgaaaaatt 
gtggaaagta 
caaccagtta 
gctgcagaaa 
aacgcggggc 
ggaatgcagg 
aaa 



tacagcccca 
ggaaagaaag 
cctttttagg 
aaaactgtat 
tagcaaagaa 
tgtgattcag 
caacccatgg 
aattgatctg 
tgcttttacc 
ttgcctcagg 
gagacaagtt 
cgagagacaa 
tgacaataac 
tagaggaaag 



ggaatcaaaa 
aagtcccaat 
agcggtcact 
ggtaaatcag 
accattagaa 
aaaaaatccg 
gggctctccc 
aaggattgct 
acaccagcct 
gaatgcttaa 
ttcagactgt 
attaattgac 
atctgataag 
gaaaattaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
873 



<210> 18 

<211> 733 

<212> DNA 

<213> Homo sapiens 

<400> 18 

ctgaaaaaaa tcaaaaaaga aaaggaatag ggcatccttt ttaggagcgg tcactgtaga 60 

gcctccaaaa cccattccat taacttgggg gaaaaaaaaa caactgtatg gtaaatcagc 120 

agcgcttcca aaacaaaaac tggaggcttt acatttatta gcaaagaaac aattagaaaa 180 

aggacattga gccttcattt tcgccttgga attctgtttg taattcagaa aaaatccggc 240 

agatggcgta taatgccgta attcaaccca tgggggctct cccaccccgg ttgccctctc 300 

cagccatggt cccctttaat tataattgat ctgaaggatt gcttttttac cattcctctg 360 

gcaaaacagg attttgagaa atttgctttt accacaccag cctaaataat aaagaaccag 420 

ccaccaggtt tcagtggaaa gtattgcctc agggaatgct taatagttca actatttgtc 480 

agctcaagct ctgcaaccag ttagagacaa gttttcagac tgttacatcg ttcactatgt 540 

tgatattttg tgtgctgcag aaacgagaga caaattaatt gaccgttaca catttctgca 600 

gacagaggtt gccaacgcgg gactgacaat aacatctgat aagattcaaa cctctactcc 660 

tttccgttac ttgggaatgc aggtagagga aaggaaaatt aaaccacaaa aaaaaaaaaa 720 

aaaaaaaaaa aaa 733 



<210> 19 

<211> 785 

<212> DNA 

<213> Homo sapiens 

<400> 19 



Page 7 



SEQUENCE LISTING. ST2 5 

cattagaaaa aggacattga gccttcattt tcgccttgga attctgtttg taattcagaa 60 

aaaatccggc agatggcgta tgctaactga gccattaatg ccgtaattca acccatgggg 120 

gctctcccac cccggttgcc ctctccagcc atggtcccct ttaattataa ttgatctgaa 180 

ggattgcttt tttaccattc ctctggcaaa acaggatttt gaaaaatttg cttttaccac 240 

accagcctaa ataataaaga accagccacc aggtttcagt ggaaagtatt gcctcaggga 300 

atgcttaata gttcaactat ttgtcagctc aagctctgca accagttaga gacaagtttt 360 

cagactgtta catcgttcac tatgttgata ttttgtgtgc tgcagaaacg agagacaaat 420 

taattgaccg ttacacattt ctgcagacag aggttgccaa cgcgggactg acaataacat 480 

ctgataagat tcaaacctct actcctttcc gttacttggg aatgcaggta gaggaaagga 540 

aaattaaacc acaaaaaata gaaataagaa aagacacatt aaaagcatta aatgagtttc 600 

aaaagttgct aggagatact aattggattt ggagatatta attggatttg gccaactcta 660 

ggcattccta cttatgccat gtcaaatttg tactctttct taagagggga ctcggaatta 720 

aatagtgaaa gaacgttaac tccagaggca actaaagaaa aaaaaaaaaa aaaaaaaaaa 780 

aaaaa 785 



<210> 20 

<211> 1090 

<212> DNA 

<213> Homo sapiens 



<400> 20 

atctttaccc 

atgcaaagga 

tgattaaacc 

agcctaaata 

cttaatagtt 

actgttacat 

ttgaccgtta 

ataagattca 

ttaaaccaca 

aagttgctag 

cattcctact 

tagtgaaaga 

tcggtcagca 

tactgcacat 

ccttcctcac 

tggtcaggga 

tcctttcaac 

tcttgccgat 

aaaaaaaaaa 



tgtataaaca 
agcgcagcag 
tccacttgat 
ataaagaacc 
caactatttg 
cgttcactat 
cacatttctg 
agcctctact 
aaaaaataga 
gagatactaa 
tatgccatgt 
acgttaactc 
caagtaaata 
tccctaacag 
agtacaatta 
agattatgaa 
aagcaacagg 
tttgtgggaa 



tctttctctt 
tccaccaggt 
gttgcaaaag 
agccaccagg 
tcagctcaag 
gttgatattt 
cagacagagg 
cctttccgtt 
aataagaaaa 
ttggatttgg 
caaatttgtt 
cagaggcaac 
gaatagatca 
gcatcattgt 
agacttttac 
taataacatt 
ttagacaagc 
ttattgacaa 



cccagtattt 
gtgggatatg 
agattttgaa 
tttcagtgga 
ctctgcaacc 
tgtgtgctgc 
ttgccaacgc 
acttgggaat 
gacacattaa 
agatattaat 
ctctttctta 
taaagaaatt 
cttggcccca 
tcaaaacaca 
attgtacttg 
gtgtggaaat 
ctttatcaat 
tcgttaccac 



ctaagcatgt 
tgtggcacaa 
aaatttgctt 
aagtattgcc 
agttagagac 
agaaacgaga 
gggactgaca 
gcaggtagag 
aagcattaaa 
tggatttggc 
agaggggact 
aaattaattg 
ctccaaattt 
gatcttgtgg 
gatcaaatgg 
gacccagata 
tctggtgcat 
aaaaaaaaaa 



gacaatgaat 
ttcaagacaa 
tcaccacacc 
tcagggaatg 

aagttttcag 
gacaaattaa 
ataacatctg 
gaaaggaaaa 
tgagtttcaa 
caactctagg 
cggaattaaa 
aagaaaaaat 
tgatttttac 
agtggtcctt 
ctacattaat 
aaatcactgt 
ggcagattgg 
aaaaaaaaaa 



60 
120 
180 
240 

300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1090 



<210> 21 

<211> 705 

<212> DNA 

<213> Homo sapiens 



<400> 21 

ccaaaagaat 

gtcattacag 

tgtagtacag 

gttaaacccg 

tattactcat 

agctgacttg 

tgtaaatgca 

tgtacaacat 

tcccagaggt 

tggaaaattg 

ctgccagaca 

catgggagtt 



gagtcatcaa 
tgttaacaag 
gctacaaagg 
ctgtttaatt 
attcgagcac 
ctagtatcat 
ataggattaa 
tgcacccagt 
ctatgtccta 
tcatttgtcc 
ggagaaagta 
ccagaaaaaa 



aactcagtat 
attttaatca 
atattgagag 
tgttacaaca 
acactaattt 
ctgcattcat 
aaaataaatt 
gtcagattct 
atgtgttatg 
atgtgacagt 
cttcccatgt 
aaaaaaaaaa 



cacttgactc 
gtctattaac 
agccctaatc 
aaatgtaaga 
accagggcct 
ggaagcacaa 
tgatatcaca 
acacctggcc 
gcaaatggat 
tgatacttat 
caagagacat 
aaaaaaaaaa 



aaagagcaga 
attgtatcag 
aaatacatta 
aaaagaaatt 
ttaactaaag 
gaacttcatg 
tggaaacaga 
actcaggagg 
gtcatgcacg 
tcacatttca 
ttattatctt 
aaaaa 



gttggttgcc 
attctgcata 
tggatgatca 
tcccatttta 

caaatgaaca 
ccttgactca 
caaaaaatat 
caagagttaa 
taccttcatt 
tatgggcaac 
gttttcctgt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
705 
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<210> 22 

<211> 862 

<212> DNA 

<213> Homo sapiens 

<400> 22 

ccaaaagaat gagtcatcaa aactcagtat cactcgactc aaagagcaga gttggttgcc 60 

gtcattacag tgttaacaag attttaatca gtctattaac attgtatcag attctgcata 120 

tgtagtacag gctacaaagg atattgagag agccctaatc aaatacatta tggatgatca 180 

gttaaacccg ctgtttaatt tgttacaaca aaatgtaaga aaaagaaatt tcccatttta 240 

tattactcat attcgagcac acactaattt accagggcct ttaactaaag caaatgaaca 300 

agctgacttg ctagtatcat ctgcattcat ggaagcacaa gaacttcatg ccttgactca 360 

tgtaaatgca ataggattaa aaaataaatt tgatatcaca tggaaacaga caaaaaatat 420 

tgtacaacat tgcgcccagt gtcagattct acacctggcc actcaggagg taagagttaa 480 

tcccagaggt ctatgtccta atgtgttatg gcaaatggat gtcatgcacg taccctcatt 540 

tggaaaattg tcatttgtcc atgtgacagt tgatacttat tcacatttca tatgggcaac 600 

ctgccagaca ggagaaagta cttcccatgt taagagacat ttattatctt gttttcctgt 660 

catgggagtt ccagaaaaag ttaaaacaga caatgggcca ggttactgta gtaaagcagt 720 

tcaaaaattc ttaaatcagt ggaaaattac acatacaata ggaattctct ataattccca 780 

aggacaggcc ataattgaaa gaactaatag aacactcaaa gctcaattgg ttaaacaaaa 840 

aaaaaaaaaa aaaaaaaaaa aa 862 



<210> 23 

<211> 865 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ccaaaagaat gagtcatcaa aactcagtat 
gtcattacag tgttaacaag attttaatca 
tgtagtacag gctacaaagg atattgagag 
gttaaacccg ctgtttaatt tgttacaaca 
tattactcat attcgagcac acactaattt 
agctgacttg ctagtatcat ctgcattcat 
tgtaaatgca ataggattaa aaaatagatt 
tgtacaacat tgcacccagt gtcagattct 
tcccagaggt ctatgtccta atgtgttatg 
tggaaaattg tcatttgtcc atgtgacagt 
ctgccagaca ggagaaagta cttcccatgt 
catgggagtt ccagaaaaag ttaaaacaga 
tcaaaaattc ttaaatcagt ggaaaattac 
aggacaggcc ataattgaaa gaactaatag 
aaaaaaaaaa aaaaaaaaaa aaaaa 



cacttgactc aaagagcaga gttggttgcc 60 

gtctattaac attgtatcag attctgcata 120 

agccctaatc aaatacatta tggatgatca 180 

aaatgtaaga aaaagaaatt tcccatttta 240 

accagggcct ttaactaaag caaatgaaca 300 

ggaggcacaa gaacttcatg ccttgactca 360 

tgatatcaca tggaaacaga caaaaaatat 42 0 

acacctggcc actcaggagg caagagttaa 480 

gcaaatggat gtcatgcacg taccttcatt 540 

tgatacttat tcacatttca tatgggcaac 600 

taagagacat ttattatctt gttttcctgt 660 

caatgggcca ggttactgta gtaaagcagt 720 

acatacaata ggaattctct ataattccca 780 

aacactcaaa gctcaattgg ttaaacaaaa 840 

865 



<210> 24 

<211> 866 

<212> DNA 

<213> Homo sapiens 

<400> 24 

ccaaaagaat gagtcatcaa aactcagtat 
gtcattacag tgttaacaag attttaatca 
tgtagtacag gctacaaagg atattgagag 
gttaaacccg ctgtttaatt tgttacaaca 
tattactcat attcgagcac acactaattt 
agctgacttg ctagtatcat ctgcattcat 
tgtaaatgca ataggattaa aaaataaatt 
tgtacaacat tgcacccagt gtcagattct 
tcccagaggt ctatgtccta atgtgttatg 
tggaaaattg tcatttgtcc atgtgacagt 
ctgccagaca ggagaaagta cttcccatgt 



cacttgactc aaagagcaga gttggttgcc 60 

gtctattaac attgtatcag attctgcata 120 

agccctaatc aaatacatta tggatgatca 180 

aaatgtaaga aaatgaaatt tcccatttta 240 

accagggcct ttaactaaag caaatgaaca 300 

ggaagcacaa gaacttcatg ccttgactca 360 

tgatatcaca tggaaacaga caaaaaatat 420 

acacctggcc actcaggagg caagagttaa 480 

gcaaatggat gtcatgcacg taccttcatt 540 

tgatacttat tcacatttca tatgggcaac 600 

taagagacat ttattatttt gttttcctgt 660 
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catgggagtt ccagaaaaag ttaaaacaga caatgggcca ggttactgta gtaaagcagt 720 

tcaagaattc ttaaatcagt ggaaaattac acatacaata ggaattctct ataattccca 780 

aggacaggcc ataattgaaa gaactaatag aacactcaaa gctcaattgg ttaaacaaaa 840 

aaaaaaaaaa aaaaaaaaaa aaaaaa 355 



<210> 25 

<211> 882 

<212> DNA 

<213> Homo sapiens 

<400> 25 

ccaaaagaat gagtcatcaa aactcagtat cacttgactc aaagagcaga gttggttgcc 60 

gtcattacag tgttaacaag attttaatca gtctattaac attgtatcag attctgcata 120 

tgtagtacag gctacaaagg atattgagag agccctaatc aaatacatta tggatgatca 180 

gttaaacccg ctgtttaatt tgttacaaca aaatgtaaga aaaagaaatt tcccatttta 240 

tat tac teat attcgagcac acactaattt accagggcct ttaactaaag caaatgaaca 300 

agctgacttg ctagtatcat ctgcattcat tgaagcacaa gaacttcatg ccttgactca 360 

tgtaaatgca ataggattaa aaaataaatt tgatatcaca tggaaacaga caaaaaatat 420 

tgtacaacat tgcacccagt gtcagattct acacctggcc actcaggagg caagagttaa 480 

tcccagaggt ctatgtccta atgtgttatg gcaaatggat gtcatgcacg taccttcatt 540 

tggaaaattg tcatttgtcc acgtgacagt tgatacttat tcacatttca tatgggcaac 600 

ctgccagaca ggagaaagta cttcccatgt taagagacat ttattatctt gttttcctgt 660 

catgggagtt ccagaaaaag ttaagacaga caatgggcca ggttactgta gtaaagcagt 720 

tcaaaaattc ttaaatcagt ggaaaattac acatacaata ggaattctct ataattccca 780 

aggacaggcc ataattgaaa gaactaatag aacactcaaa gctcaattgg ttaagcaaaa 840 

aaaaaaaaaa aaaaaaaaaa aaacatgtcg gccgcctcgg cc 882 



<210> 26 

<211> 860 

<212> DNA 

<213> Homo sapiens 

<400> 26 

ccaaaagaat gagtcatcaa aactcagtat cacttgactc aaagagcaga gttggttgcc 60 

gtcattacag tgttaacaag attttaatca gtctattaac attgtatcag attctgcata 12 0 

tgtagtacag gctacaaagg atattgagag agccctaatc aaatacatta tggatgatca 180 

gttaaacccg ctgtttaatt tgttacaaca aaatgtaaga aaaagaaatt tcccatttta 240 

tattactcat attcgagcac acactaattt accagggcct ttaactaaag caaatgaaca 300 

agctgacttg ctagtatcat ctgcattcat ggaagcacaa gaacttcatg ccttgactca 360 

tgtaaatgca ataggattaa aaaataaatt tgatatcaca tggaaacaga caaaaaatat 420 

tgtacaacat tgcacccagt gtcagattct acacctggcc actcaggagg caagagttaa 480 

tcccagaggt ctatgtccta atgtgttatg gcaaatggat gtcatgcacg taccttcatt 540 

tggaaaattg tcatttgtcc atgtgacagt tgatacttat tcacatttca tatgggcaac 600 

ctgccagaca ggagaaagta cttcccatgt taagagacat ttattatctt gttttcctgt 660 

catgggagtt ccagaaaaag ttaaaacaga caatgggcca ggttactgta gtaaagcagt 720 

tcaaaaattc ttaaatcagt ggaaaattac acatacaata ggaattctct ataattccca 780 

aggacaggcc ataattgaaa gaactaatag aacactcaaa gctcaattgg ttaaacaaaa 840 

agaaaaaaaa aaaaaaaaaa 860 



<210> 


27 


<211> 


778 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc feature 


<222> 


(1) . . (778) 


<223> 


N=A,G,C,T 



<400> 27 
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accggcctta cggccgggga agagntcaag taggagcgcc tgcccgagct gagactagat 60 

gtgaaccttt caccatgaaa atgttaaaag atataaagga aggagttaaa caatatggat 120 

ccaactcccc ttatataaga acagtattag attccattgc tcatggaaat agacttactc 180 

cttatgactg ggaaattttg gccaaatctt ccctttcatc ctctcagtat ctacagttta 240 

aaacctggtg gattgatgga gtacaggaac aggtacgaaa aaatcaggct actaagccca 300 

ctgttaatat agacgcagac caattgttag gaacaggtcc aaattggagc accattaacc 360 

aacaatcagt gatgcagaat gaggctattg aacaagtaag ggctatttgc ctcagggcct 420 

ggggaaaaat tcaggaccca ggaacagctt tccctattaa ttcaattaga caaggctcta 480 

aagagccata tcctgacttt gtggcaagat tacaagatgc tgctcaaaag tctattacag 540 

atgacaatgc ccgaaaagtt attgtagaat taatggccta tgaaaatgca aatccagaat 600 

gtcagtcggc cataaagcca ttaaaaggaa aagttccagc aggagttgat gtaattacag 660 

aatatgtgaa ggcttgtgat gggattggag gagctatgcn taaggcaatg ctaatggctc 720 

aagcaatgag ggggctcact ctaggaggac aagttagaac atttgggaaa aaatgttt 778 



<210> 28 

<211> 668 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1)..(668) 

<223> N=A,G,C,T 

<400> 28 

ttacggcctt acggccgggg aagnntntca agtaggagcg cctgcccgag ctgagactag 60 

atgtgaacct ttcaccatga aaatgttaaa agatataaag gaaggagtta aacaatatgg 120 

gtccaactcc ccttatataa gaacattatt agattccatt gctcatggaa atagacttac 180 

tccttatgac tgggaaattt tggccaaatc ttccctttca tcctctcagt atctacagtt 240 

taaaacctgg tggattgatg gagtacaaga acaggtacga aaaaatcagg ctactaagcc 300 

cactgttaat atagacgcag accaattgtt aggaacaggt ccaaattgga gcaccattaa 360 

ccaacaatca gtgatgcaga atgaggctat tgaacaagta agggctattt gcctcagggc 420 

ctggggaaaa attcaggacc caggaacagc tttccctatt aattcaatta gacaaggctc 480 

taaagagcca tatcctgact ttgtggcaag attacaagat gctgctcaaa agtctattac 540 

agatgacaat gcccgaaaag ttattgtaga attaatggcc tatgaaaatg caaatccaga 600 

atgtcagtcg gccataaagc cattaaaagg aaaagttcca gcaggagttg atgtaattac 660 

agaatatn 668 



<210> 29 

<211> 659 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1)..(659) 

<223> N=A,G,C,T 

<400> 29 

cggccttacg gcccggggag anntcaagta ggagcgcctg cccgagctga gactagatgt 60 

gaacctttca ccatgaaaat gttaaaagat ataaaggaag gagttaaaca atatggatcc 120 

aactcccctt atataagaac agtattagat tccattgccc atggaaatag acttactcct 180 

tatgactggg aaattttggc caaatcttcc ctttcatcct ctcagtatct acagtttaaa 240 

acctggtgga ttgatggggt acaagaacag gtacgaaaaa aatcaggcta ctaagcccac 300 

tgttaatata gacgcagacc aattgttagg aacaggtcca aattggagca ccattaacca 360 

acaatcagtg atgcagaatg aggctattga acaagtaagg gctatttgcc tcagggcctg 420 

gggaaaaatt caggacccag gaacagcttt ccctattaat tcaattagac aaggctctaa 480 

agagccatat cctgactttg tggcaagatt acaagatgct gctcaaaagt ctattacaga 540 

tgacaatgcc cgaaaagtta ttgtagaatt aatggcctat gaaaatgcaa atccagaatg 600 

tcagtcggcc ataaagccat taaaaggaaa agttccagca ggagttgatg taattaccg 659 
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SEQUENCE LISTING. ST2 5 



<210> 


30 


<211> 


664 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc_feature 


<222> 


(1) . . (664) 


<223> 


N=A,G,C,T 



<400> 30 

nccggcctta 

cagccccagg 

aaagaaagaa 

tttttaggag 

aactgtntgg 

ncaaagaanc 

tgattcaaaa 

acccatgggg 

ttgatctgaa 

cttttaccac 

gcctcaggga 

gacn 



cggccgggnc 
aatcaaaaaa 
gtcccaattg 
cggtcactgt 
taaatcagca 
cattanaaaa 
aaaatccggc 
gctctcccac 
ggattgcttt 
accagcctaa 
atgcttaata 



aacaatggca 
tcatgactaa 
aggctgaaaa 
agagcctcca 
gccgnttcca 
aggacattga 
anatggcgta 
cccggttgcc 
tttaccattc 
ataataaana 
gttcaactat 



tgcagagntt 
aatgggatag 
aaattaaaaa 
aaacccattc 
aaacaaaagc 
gccttcattt 
tgctaactga 
ctntccagcc 
ctctggcaaa 
accanccacc 
tngtcagctc 



actatcccag 
ctccctaaaa 
agaaaaggaa 
cattaacttg 
tggaggcctt 
tcgccttgga 
nccattaatg 
atggtcccct 
acaggatttt 
aggtttcagt 
aagctctgca 



cctccctata 
agggactagg 
tagggcatcc 
ggaaaaaaaa 
acacttatta 
attctgtttg 
ccgtaattca 
ttaattataa 
gaaaaatttg 
ggaaagtatt 
accagttaga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
664 



<210> 


31 


<211> 


743 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc feature 


<222> 


(1) . . (743) 


<223> 


N=A,G,C,T 



<400> 31 

ncctggcctt 

ttaggagcgg 

caactgtatg 

gcaaagaaac 

taattcagaa 

cccaccccgg 

gcttttttac 

cctaaataat 

taatagttca 

tgttacatcg 

gaccgttaca 

aagattcaaa 

aaaccacaaa 



acggccgggg 
tcactgtaga 
gtaaatcagc 
aattagaaaa 
aaaatccggc 
ttgccctctc 
cattcctctg 
aaagaaccag 
actatttgtc 
ttcactatgt 
catttctgca 
cctctactcc 
aaaaaaaaaa 



ctgaaaaaaa 
gcctccaaaa 
agcgcttcca 
aggacattga 
agatggcgta 
cagccatggt 
gcaaaacagg 
ccaccaggtt 
agctcaagct 
tgatattttg 
gacagaggtt 
tttccgttac 
aan 



tcaaaaaaga 
cccattccat 
aaacaaaaac 
gccttcattt 
taatgccgta 
cccctttaat 
attttgagaa 
tcagtggaaa 
ctgcaaccag 
tgtgctgcag 
gccaacgcgg 
ttgggaatgc 



aaaggaatag 
taacttgggg 
tggaggcttt 
tcgccttgga 
attcaaccca 
tataattgat 
atttgctttt 
gtattgcctc 
ttagagacaa 
aaacgagaga 
gactgacaat 
aggtagagga 



ggcatccttt 
gaaaaaaaaa 
acatttatta 
attctgtttg 
tgggggctct 
ctgaaggatt 
accacaccag 
agggaatgct 
gttttcagac 
caaattaatt 
aacatctgat 
aaggaaaatt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
743 



<210> 


32 


<211> 


679 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc feature 


<222> 


(1) . . (679) 


<223> 


N=A,G,C,T 


<400> 


32 
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SEQUENCE LISTING. ST2 5 

nnnnncncgg gcattagaaa aaggacattg agccttcatt ttcgccttgg aattctgttt 60 

gtaattcaga aaaaatccgg cagatggcgt atgctaactg agccattaat gccgtaattc 120 

aacccatggg ggctctccca ccccggttgc cctctccagc catggtcccc tttaattata 180 

attgatctga aggattgctt ttttaccatt cctctggcaa aacaggattt tgaaaaattt 240 

gcttttacca caccagccta aataataaag aaccagccac caggtttcag tggaaagtat 300 

tgcctcangg aatgcttaat agttcaacta tttgtcagct caaagctctg cacccagnta 360 

gagacaagtt tcagactggt tcatcgtcct atgtgatatt ttgtgtgctg cagaacgaga 420 

gacaaattat tggccgttca catttttgca gacagaggtt gccaacgcgg gactgacaat 480 

aacatctgat aagattaaac ctctactcct tccgtacttg ggaatgcagg tggaggaaag 540 

gaaaattaac ccccnnaaaa ttgaattang aaaagacccn ttaaagcctt aaatgagttc 600 

aaaaagttgc taggagaaac taattggatt tggaganatt aattggattt ggcaactnta 660 

ggcattccta cttatgccn 579 



<210> 33 

<211> 656 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1)..(656) 

<223> N=A,G,C,T 

<400> 33 

tccggcctta cggccgggnt ctttaccctg tataaacatc tttctcttcc cagtatttct 60 

aagcatgtga caatgaatat gcaaaggaag cgcagcagtc caccaggtgt gggatatgtg 120 

tggcacaatt caagacaatg attaaacctc cacttgatgt tgcaaaagag attttgaaaa 180 

atttgctttc accacaccag cctaaataat aaagaaccag ccaccaggtt tcagtggaaa 240 

gtattgcctc agggaatgct taatagttca actatttgtc agctcaagct ctgcaaccag 300 

ttagagacaa gttttcagac tgttacatcg ttcactatgt tgatattttg tgtgctgcag 360 

aaacgagaga caaattaatt gaccgttaca catttctgca gacagaggtt gccaacgcgg 420 

gactgacaat aacatctgat aagattcaag cctctactcc tttccgttac ttgggaatgc 480 

aggtagagga aaggaaaatt aaaccacaaa aaaatagaaa taagaaaaga cacattaaaa 540 

gcattaaatg agtttcaaaa gttgctagga gatactaatt ggatttggag atattaattg 600 

gatttggcca actctaggca ttcctactta tgccatgtca aatttgttct ctttct 656 



<210> 


34 




<211> 


723 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


misc 


feature 


<222> 


(1) . . 


(723) 


<223> 


N=A,G,C,T 



<400> 34 

ttncggcctt acggccgggc caagatgagt catcaaaact cagtatcact tgactcaaag 60 

agcagagttg gttgccgtca ttacagtgtt aacaagattt taatcagtct attaacattg 120 

tatcagattc tgcatatgta gtacaggcta caaaggatat tgagagagcc ctaatcaaat 180 

acattatgga tgatcagtta aacccgctgt ttaatttgtt acaacaaaat gtaagaaaaa 240 

gaaatttccc attttatatt actcatattc gagcacacac taatttacca gggcctttaa 300 

ctaaagcaaa tgaacaagct gacttgctag tatcatctgc attcatggaa gcacaagaac 3 60 

ttcatgcctt gactcatgta aatgcaatag gattaaaaaa taaatttgat atcacatgga 420 

aacagacaaa aaatattgta caacattgca cccagtgtca gattctacac ctggccactc 480 

aggaggcaag agttaatccc agaggtctat gtcctaatgt gttatggcaa atggatgtca 540 

ttgcacgtac cttcatttgg aaaattgtca tttgtccatg tgacagntga tacttattca 600 

catttcatat gggcaacctg ccagacagga gaaagtactt nccatgtcaa gagacattta 660 

ttatcttggt ttcctggntg gggagntccc nnnnnnnann nnnnnnnaaa aaaaanannc 720 

nnn 723 
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SEQUENCE LISTING. ST2 5 



<210> 35 

<211> 656 

<212> DNA 

<213> Homo sapiens 

<400> 35 

ttacggcctt acggccgggc caaagatgag 
gagcagagtt ggttgccgtc attacagtgt 
gtatcagatt ctgcatatgt agtacaggct 
tacattatgg atgatcagtt aaacccgctg 
agaaatttcc cattttatat tactcatatt 
actaaagcaa atgaacaagc tgacttgcta 
cttcatgcct tgactcatgt aaatgcaata 
aaacagacaa aaaatattgt acaacattgc 
caggaggtaa gagttaatcc cagaggtcta 
atgcacgtac cctcatttgg aaaattgtca 
catttcatat gggcaacctg ccagacagga 



tcatcaaaac tcagtatcac tcgactcaaa 60 

taacaagatt ttaatcagtc tattaacatt 120 

acaaaggata ttgagagagc cctaatcaaa 180 

tttaatttgt tacaacaaaa tgtaagaaaa 240 

cgagcacaca ctaatttacc agggccttta 300 

gtatcatctg cattcatgga agcacaagaa 360 

ggattaaaaa ataaatttga tatcacatgg 420 

gcccagtgtc agattctaca cctggccact 480 

tgtcctaatg tgttatggca aatggatgtc 540 

tttgtccatg tgacagttga tacttattca 600 

gaaagtactt cccatgttaa gagaca 656 



<210> 36 

<211> 773 

<212> DNA 

<213> Homo sapiens 

<220> 

< 2 2 1 > mi s c_f ea tur e 

<222> (1)..(773) 

<223> N=A,G,C,T 

<400> 36 

atttgcctta cggccgggcc aaaagtatga gtcatcaaaa ctcagtatca cttgactcaa 60 

agagcagagt tggttgccgt cattacagtg ttaacaagat tttaatcagt ctattaacat 120 

tgtatcagat tctgcatatg tagtacaggc tacaaaggat attgagagag ccctaatcaa 180 

atacattatg gatgatcagt taaacccgct gtttaatttg ttacaacaaa atgtaagaaa 240 

aagaaatttc ccattttata ttactcatat tcgagcacac actaatttac cagggccttt 300 

aactaaagca aatgaacaag ctgacttgct agtatcatct gcattcatgg aggcacaaga 360 

acttcatgcc ttgactcatg taaatgcaat aggattaaaa aatagatttg atatcacatg 42 0 

gaaacagaca aaaaatattg tacaacattg cacccagtgt cagattctac acctggccac 480 

tcaggaggca agagttaatc ccagaggtct atgtcctaat gtgttatggc aaatggatgt 540 

catgcacgta ccttcatttg gaaaattgtc atttgtccat gtgacagttg atacttattc 600 

acatttcata tgggcaacct gccagacagg agaaagtact tcccatgtta agagacattt 660 

attatcttgt tttcctgtca tgggagttcc agaaaaagtt aaaacagaca atgggccang 720 

ttactgtagt aaagcagttc aaaaattctt aaatcagtgg aaaattacac atn 773 



<210> 37 

<211> 721 

<212> DNA 

<213> Homo sapiens 

<220> 

< 2 2 1 > mis c_f ea tur e 

<222> (1)..(721) 

<223> N=A,G,C,T 

<400> 37 

cggccttacg gccgggccaa anatgaaggg nnnaangncg gttcccaggg acnnaggcgc 60 

nttncatggt tgcngtngtt acacctgtta acaagattnt aatcagtcta ttaacattgt 120 

atcaaattct gcatatgtag nacaggctac aaaggatatt gagagagccc taatcaaata 180 

cattatggat gatcagttaa acccgctgtt taatttgtta caacaaaatg taagaaaatg 240 

aaatttccca ttttatatta ctcatattcg agcacacact aatttaccag ggcctttnac 300 

taaagcaaat gaacaagctg acttgctngt atcatctgca ttcatggaag cacaagaact 360 
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SEQUENCE LISTING. ST2 5 

tcatgccttg actcatgtaa atgcaatagg attaaaaaat aaatttgata tcacatggaa 420 

acagacaaaa aatattgtac aacattgcac ccagtgtcag attctacacc tggccactca 480 

ggaggcaaga gttaatccca gaggtctatg tcctaatgtg ttatggcaaa tggatgtcat 540 

gcacgtacct tcatttggaa aattgtcatt tgtccatgtg acagntgata cttattcaca 600 

tttcatatgg gcaacctgcc agacangaga aagtncttcc catgttaaga gacatttatt 660 

attttgntnt cctgncattg ggagttccan aaaaagtaaa acagacantg ggccaggtta 720 

c 721 



<210> 38 

<211> 672 

<212> DNA 

<213> Homo sapiens 



<220> 

< 2 2 1 > mi s c_f ea t ur e 

<222> (1)..{672) 

<223> N=A,G,C,T 



<400> 38 

tacggcctta cggccgggcc aagatgagtc atcaaaactc agtatcactt gactcaaaga 60 

gcagagttgg ttgccgtcnt tacagtgtta acaagatttt aatcagtcta ttaacattgt 120 

atcagattct gcatatgtag tacaggctac aaaggatatt gagagagccc taatcaaata 180 

cattatggat gatcagttaa acccgctgtt taatttgtta caacaaaatg taagaaaaag 240 

aaatttccca ttttatatta ctcatattcg agcacacact aatttaccag ggcctttaac 300 

taaagcaaat gaacaagctg acttgctagt atcatctgca ttcattgaag cacaagaact 360 

tcatgccttg actcatgtaa atgcnatagg attaaaaaat aaatttgata tcacctggaa 420 

acagacaaaa aatattgtac aacattgcac ccnnngtcag attctacacc tggccnctcn 480 

ngaggcaaga gttaatcccn canggctatg tcctnatgtg ttatggcaaa nggatgtnat 540 

gcnccnncct tcctttngaa aannnnnntt tgtnccccnn acannngata cttattcacn 600 

nttnntatng gnnacccccc ccacnngana aanaacctnc ccnntnnana naaantnntt 660 

atttttnttt tn 672 



<210> 


39 


<211> 


757 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc feature 


<222> 


(1) . . (757) 


<223> 


N=A,G,C,T 



<400> 39 

nccggcctta 

gcagagttgg 

atcagattct 

cattatggat 

aaatttccca 

taaagcaaat 

tcatgccttg 

acagacaaaa 

ggaggcaaga 

gcacgtacct 

tttcatatgg 

atcttgtttt 

ctggagtaaa 



cggccgggcc 
ttgccgtcat 
gcatatgtag 
gatcagttaa 
ttttatatta 
gaacaagctg 
actcatgtaa 
aatattgtac 
gttaatccca 
tcatttggaa 
gcaacctgcc 
cctgtcatgg 
gcagttcaaa 



aagatgagtc 
tacagtgtta 
tacaggctac 
acccgctgtt 
ctcatattcg 
acttgctagt 
atgcaatagg 
aacattgcac 
gaggtctatg 
aattgtcatt 
agacaggaga 
gagttccaga 
aattcttaaa 



atcaaaactc 
acaagatttt 
aaaggatatt 
taatttgtta 
agcacacact 
atcatctgca 
attaaaaaat 
ccagtgtcag 
tcctaatgtg 
tgtccatgtg 
aagtacttcc 
aaaagttaaa 
tcagtgg 



agtatcactt 
aatcagtcta 
gagagagccc 
caacaaaatg 
aatttaccag 
ttcatggaag 
aaatttgata 
attctacacc 
ttatggcaaa 
acagttgata 
catgttaaga 
acagacaatg 



gactcaaaga 
ttaacattgt 
taatcaaata 
taagaaaaag 
ggcctttaac 
cacaagaact 
tcacatggaa 
tggccactca 
tggatgtcat 
cttattcaca 
gacatttatt 
ggccaggtta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
757 



<210> 40 
<211> 777 
<212> DNA 
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<213> Homo sapiens 



SEQUENCE LISTING. ST2 5 



<400> 40 

aaggcagtca 

taaattccat 

cttccctttc 

aacaggtacg 

taggaagagg 

tgaacaacta 

tcatgccctt 

gcaaggttgc 

gaaataatgg 

ggaaatgttt 

ggaggagcta 

ggacaagtta 

aagaattgcc 



agcaggagtt 
tgctcatgga 
accctctcag 
aaaaaatcag 
tccaaactgg 
taagggctat 
cttttagttc 
aagatgcagc 
cttatcaaaa 
cagcaggagt 
tgcataaggc 
aaacatttgg 
cgagcttaaa 



aaacaatatg 
aatagactta 
tatctccagt 
gctactaatc 
gacactatta 
ttgcctcagg 
aatcagacaa 
tcaaaaatcc 
cgcaaattca 
tgatgtaatt 
aatgccattg 
gggaaaatgt 
ttacccccca 



gacctaactc 
tttcttatga 
ttaaaacctg 
ctgttgctta 
accaacaatc 
gcctgggaaa 
ggctctaaag 
attgcaggta 
gagtgtcaat 
acagaatatg 
gctcaagcaa 
tataattgtg 
aaaaaaaaaa 



tccttatatt 
ttgggaaatt 
gtggattgat 
tatagatgaa 
agtaatgaaa 
acattcagga 
agccatatcc 
acgcccgaaa 
cagccataaa 
tgaaggcttg 
ttacaggggt 
gtcaaatcgg 
aaaaaaaaaa 



agaatattat 
ctggctatat 
ggggtacaag 
gaccaattgc 
atgaggctat 
cccaggaacc 
agactttgtg 
agttattgta 
gccattaaga 
tgatgggatt 
tgctatagga 
tcatctaaaa 
aaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
777 



<210> 


41 


<211> 


670 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc feature 


<222> 


(1) .. (670) 


<223> 


N=A,G,C,T 


<400> 


41 



nccggcctta cggccgggaa aggcagtcaa gcaggagtta aacaatatgg acctaactct 60 

ccttatatta gaatattatt aaattccatt gctcatggaa atagacttat ttcttatgat 120 

tgggaaattc tggctatatc ttccctttca ccctctcagt atctccagtt taaaacctgg 180 

tggattgatg gggtacaaga acaggtaccg aaaaaatcag gctactaatc ctgttgctta 240 

tatagatgaa gaccaattgc taggaagagg tccaaactgg gacactatta accaacaatc 300 

agtaatgaaa atgaggctat tgaacaacta taagggctat ttgcctcagg gcctgggaaa 360 

acattcagga cccaggaacc tcatgccctt cttttagttc aatcagacaa ggctctaaag 420 

agccatatcc agactttgtg gcaaggttgc aagatgcagc tcaaaaatcc attgcaggta 480 

acgcccgaaa agttattgta gaaataatgg cttatcaaaa cgcaaattca gagtgtcaat 540 

cagccataaa gccattaaga ggaaatgttt cagcaggagt tgatgtaatt acagaatatg 600 

tgaaggcttg tgatgggatt ggaggagcta tgcataaggc aatgccattg gctcaagcaa 660 

ttacaggggt 670 



<210> 42 

<211> 397 

<212> DNA 

<213> Homo sapiens 

<400> 42 

aaaggcagtc aagcaggagt taaacaatat ggacctaact ctccttatat gagaacatta 60 

ttaaattcca ttgctcatgg aaatagactt atttcttatg attgggaaat tctggctaaa 120 

tcttcccttt caccctctca gtatctccag tttaaaacct ggtggattga tggggtacaa 180 

gaacaggtac gaaaaaatca ggctactaat cctgttgctt atatagatga agaccaattg 240 

ctaggaagag gtccaaactg ggacactatt aaccaacaat cagtaatgaa aatgaggcta 300 

ttgaacaact ataagggcta tttgcctcag gggcctggga aaacattcag gacccaggga 360 

acctcatgcc cttcttttag gttcaatcag acaaggt 397 



<210> 43 

<211> 413 

<212> DNA 

<213> Homo sapiens 
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SEQUENCE LISTING. ST2 5 

<400> 43 

gctgacttgc tagtatcatc tgcattcatt gaagcacaag aacttcatgc cttgactcat 60 

gtaaatgcaa taggattaaa aaataaattt gatatcacat ggaaacagac aaaaaatatt 120 

gtacaacatt gcacccagtg tcagattcta cacctggcca ctcaggaagc aagagttaat 180 

cccagaggtc tatgtcctaa tgtgttatgg caaatggatg tcatgcacgt accttcattt 240 

ggaaaattgt catttgtcca tgtgacagtt gatacttatt cacatttcat atgggcaacc 300 

tgccagacag gagaaagtct tcccatgtta aaagacattt attatcttgt tttcctgtca 360 

tgggagttcc agaaaaagtt aaaacagaca atgggccagg ttctgtagta aag 413 



<210> 44 

<211> 11122 

<212> DNA 

<213> Homo sapiens 

<400> 44 

gccaaggtgg gaggattgct tgagcacagg agtttgaggc tgaagtgagc tatgatcgca 60 

ccactgcaat caatcaatca ataaacttca gtcaaccctg ccaggagcta tggaacaatt 120 

attgtttgtt ggagtgttct gtgttgggct aaatgtgaag cctctttata cttctacctt 180 

actcagtcac catatggggg ctgccccaga gaggtcatga cctcaagtga ggaagtactc 240 

agcagctgag ccaggcccta ctgatagctg gaggatgctg ctgcccatgc tgcccactgt 300 

gaggcagcaa gcccttgctt gaagggggat ctggatagta tgtttctgtg tctaccaccc 360 

ctagaaatgg tgcctagagt gagtcatcac aaaaagaatc aggatagctt ggtgtagtgg 42 0 

caggtgccta taatcccagc tactcaggag actgtggcag gagaatgact taaaccaggg 480 

agttggaggt tgcagtgagg tgaggtcaca caactgcact ccagactggg tgacagagtg 540 

agactccatc tcaaaaaaaa aaaaaaaaag aaaagaaaag aaaaaagaaa aagaatcagg 600 

aaatactaat atttaaagga taggtgaatg gaggaaaata atcaattgaa ggaggctgag 660 

cagatgaggt caaagaagat agagatccat aacagtaacc tcatagaagc ttatggaagc 720 

attttgacag tgctaaaagc cacataaagt tcaagtaaga cagtttcaga aatgtataaa 780 

catgaatgcc tttgcagtga cttaagtgtg attctggtgt ttccttctaa aaatactgcc 840 

ttctcaggtg tgggaaggat tctatctttt taggctttac caccatagtt ctctgcaggc 900 

ttgcaatcct gaatcaggct tgacttcaga aagtgcttta aaagggaggc tgggcgcggt 960 

ggctcatgcc tgtaatccca gcactctgag aggctgaggt tgtggggaaa agcaagagag 1020 

atcagattgt tactgtgtct gtgtagaaag aagtagacat aggagactcc attttgttct 1080 

gtactaagaa aaattcttct gccttgagat tctgttaatc tatgacctta cccccaaccc 1140 

cgtgctctct gaaacaggtg ctgtgtcaaa ctcagggtta aatggattaa gggttgtgca 1200 

agatgtgctt tgttaaacaa atgcttgaag gcagcatggt ccttaagagt catcaccact 1260 

ccctaatctc aagtacccag ggacacaaac actgcggaag gccgcagaga cctctgccta 132 0 

ggaaagcaag gtattgtcca aggtttctcc ccatgtgata gtctgaaata tggcctcgtg 1380 

ggaagggaaa gacctgaccg tcccccagcc tgacacccgt aaagggtctg tgctgaggag 1440 

gattagtgta agaggaaggc atgcctcttg cagttgagac aagaggaagg catctgtctc 1500 

ctgcccgtcc ctgggcaatg gaatgtctcg gtataaaacc cgattgattg tacgttccat 156 0 

ctactgagat aggaagaaaa cgccttaggg ctggaggtgt gggacaagcc ggcagcaata 1620 

ctgctttgta aagcattgag atgtttatgt gtatgcatat ctaaaagcac agcacttgat 1680 

tctttacctt gtctgtgatg caaagacctt tgttcacgtg tttgtctgct gaccctctcc 1740 

ccactattgt cttgtgacca tgacacatcc ccctctcaga gaaacaccca cgaatgatca 1800 

ataaatacta agggaactca gagacggcgc ggatcctcca tatgctgaac gctggttccc 1860 

tgggtcccct tatttctttc tctatacttt gtgtcttttt cttttccaag tctctcgttc 1920 

caccttacga gaaacaccca caggtgtgga ggggcaaccc accccttcat ctggtgccca 1980 

acgtggaggc ttttctctag ggtgaaggta cgctcgagcg tggtcattga ggacaagttg 2040 

acgagagatc ccgagtacat ctacagtcag ccttgcggta agtttgtgcg ctcggaagaa 2100 

gctagggtga taatggggca aactaaaagt aaaactaaaa gtaaatatgc ctcttatctc 2160 

agctttatta aaattctttt aaaaagaggg ggagttagag tatctacaaa aaatctaatc 2220 

aagctatttc aaataataga acaattttgc ccatggtttc cagaacaagg aactttagat 2280 

ctaaaagatt ggaaaagaat tggcgaggaa ctaaaacaag caggtagaaa gggtaatatc 2340 

attccactta cagtatggaa tgattgggcc attattaaag cagctttaga accatttcaa 2400 

acaaaagaag atagcgtttc agtttctgat gcccctggaa gctgtgtaat agattgtaat 2460 

gaaaagacag ggagaaaatc ccagaaagaa acagaaagtt tacattgcga atatgtaaca 2520 

gagccagtaa tggctcagtc aacgcaaaat gttgactata atcaattaca gggggtgata 2580 

tatcctgaaa cgttaaaatt agaaggaaaa ggtccagaat tagtggggcc atcagagtct 2640 

aaaccacgag ggccaagtcc tcttccagca ggtcaggtgc ccgtaacatt acaacctcaa 2700 

acgcaggtta aagaaaataa gacccaaccg ccagtagctt atcaatactg gccgccggct 2760 

gaacttcagt atctgccacc cccagaaagt cagtatggat atccaggaat gcccccagca 2820 
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ctacagggca gggcgccata tcctcagccg cccactgtga gacttaatcc tacagcatca 2880 

cgtagtggac aaggtggtac actgcacgca gtcattgatg aagccagaaa acagggagat 2 940 

cttgaggcat ggcggttcct ggtaatttta caactggtac aggccgggga agagactcaa 3000 

gtaggagcgc ctgcccgagc tgagactaga tgtgaacctt tcaccatgaa aatgttaaaa 3060 

gatataaagg aaggagttaa acaatatgga tccaactccc cttatataag aacattatta 3120 

gattccattg ctcatggaaa tagacttact ccttatgact gggaaagttt ggccaaatct 3180 

tccctttcat cctctcagta tctacagttt aaaacctggt ggattgatgg agtacaagaa 3240 

caggtacgaa aaaatcaggc tactaagccc actgttaata tagacgcaga ccaattgtta 3300 

ggaacaggtc caaattggag caccattaac caacaatcag tgatgcagaa tgaggctatt 3360 

gaacaagtaa gggctatttg cctcagggcc tggggaaaaa ttcaggaccc aggaacagct 3420 

ttccctatta attcaattag acaaggctct aaagagccat atcctgactt tgtggcaaga 3480 

ttacaagatg ctgctcaaaa gtctattaca gatgacaatg cccgaaaagt tattgtagaa 3540 

ttaatggcct atgaaaatgc aaatccagaa tgtcagtcgg ccataaagcc attaaaagga 3600 

aaagttccag caggagttga tgtaattaca gaatatgtga aggcttgtga tgggattgga 3660 

ggagctatgc ataaggcaat gctaatggct caagcaatga gggggctcac tctaggagga 3720 

caagttagaa catttgggaa aaaatgttat aattgtggtc aaatcggtca tctgaaaagg 3780 

agttgcccag tcttaaataa acagaatata ataaatcaag ctattacagc aaaaaataaa 3840 

aagccatctg gcctgtgtcc aaaatgtgga aaaggaaaac attgggccaa tcaatgtcat 3900 

tctaaatttg ataaagatgg gcaaccattg tcgggaaaca ggaagagggg ccagcctcag 3960 

gccccccaac aaactggggc attcccagtt caactgtttg ttcctcaggg ttttcaagga 4020 

caacaacccc tacagaaaat accaccactt cagggagtca gccaattaca acaatccaac 4080 

agctgtcccg cgccacagca ggcagcgcca cagtagattt atgttccacc caaatggtct 4140 

ctttactccc tggagagccc ccacaaaaga ttcctagagg ggtatatggc ccgctgccag 4200 

aagggagggt aggccttatt ttagggagat caagtctaaa tttgaaggga gtccaaattc 4260 

atactggggt aatttattca gattataaag ggggaattca gttagtgatc agctccactg 4320 

ttccctggag tgccaatcca ggtgatagaa ttgctcaatt actgcttttg ccttatgtta 4380 

aaattgggga aaacaaaacg gaaagaacag gagggtttgg aagtaccaac cctgcaggaa 4440 

aagccactta ttgggctaat caggtctcag aggatagacc cgtgtgtaca gtcactattc 4500 

agggaaagag tttgaaggat tagtggatac ccaggctgat gtttctatca tcggcatagg 4560 

caccgcctca gaagtgtatc aaagtgccat gattttacat tgtctaggat ctgataatca 4620 

agaaagtacg gttcagccta tgatcacttc tattccaatc aatttatggg gccgagactt 4680 

gttacaacaa tggcatgcag agattactat cccagcctcc ctatacagcc ccaggaatca 4740 

aaaaatcatg actaaaatgg gatagctccc taaaaaggga ctaggaaaga atgaagatgg 4800 

cattaaagtc ccaactgagg ctgaaaaaaa tcaaaaaaag aaaaggaata gggcatcctt 4860 

tttagaagcg gtcactgtag agcctccaaa acccattcca ttaatttggg gggaaaaaaa 4920 

aaactgtatg gtaaatcagt agccgcttcc aaaacaaaaa ctggaggctt tacacttatt 4980 

agcaaagaaa cagttagaaa aaggacatat tgagccttca ttttcgcctt ggaattctcc 5040 

tgtttgtaat tcagaaaaaa tccggcagat ggcgtatgct aactgactta agagccatta 5100 

atgccataat tcaacccatg ggggctctcc catcccggtt gccctctcca gccatggtcc 5160 

cctttaatta taattgatct gaaggattgc ttttttacca ttcctctggc aaaagaggat 5220 

tttgaaaaat ttgcttttac tataccagcc taaataataa agaaccagcc accaggtttc 5280 

agtggaaagt attgcctcag ggaatgctta ataattcaac tatttgtcag actttcatag 5340 

ctcaagctct gcaaccagtt agagacaagt tttcagactg ttatatcgtt cattatgttg 5400 

atattttgtg tgctgcagaa acgagagaca aattaattga ccgttacaca tttctcagac 5460 

agaggttgcc aacgcgggac tgacaatagc atctgataag attcaaacct ctcctccttt 5520 

ccattacttg ggaatgcagg tagaggaaag gaaaattaaa ccacaaaaaa tagaaataag 5580 

aaaagacaca ttaaaaacat taaatgagtt tcaaaagttg gtaggagata ctaattggat 5640 

tcggagatat taattggatt tggccaactc taggcattcc tacttatgcc atgtcaattt 5700 

tgttctcttt cttaagaggg gacttggaat taaatagtga aagaatgtta cctccagagg 5760 

caactaaaga aattaaatta attgaagaaa aaaattcggt cagcacaagt aaataggatc 5820 

acttggcccc actccaaatt ttgatttttg gtactgcaca ttctctaaca gccatcattg 5880 

ttcaaaacac agatcttgtg gattggtcct tccttcctca tagtacaatt aagactttta 5940 

cattgtactt ggatcaaatg gctacattaa ttggtcaggg aagattacga ataataacat 6000 

tgtgtggaaa tgacccagat aaaatcactg ttcctttcaa caagcaacaa gttagacaag 6060 

cctttatcag ttctggtgca tggcagattg gtcttgctaa ttttctggga attattgata 6120 

atcattaccc aaaaacaaaa atcttccagt tcttaaaatt gactacttgg attctaccta 6180 

aaattaccag acgtgaacct ttagaaaatg ctctaacagt atttactgat ggttccagca 6240 

atggaaaagc ggcttacaca gggccgaaag aacgagtaat caaaactccg tatcaatcag 6300 

ctcaaagagc agagttggtt gcagtcatta cagtgttaca agattttgac caacctatca 6360 

atattatatc agattctgca tatgtagtac aggctacaag ggatgttgag acagctctaa 6420 

ttaaatatag cacggacgat catttaaacc agctattcaa tttattacaa caaactgtaa 6480 

gaaaaagaaa tttcccattt tatattactc atattcgagc acacactaat ttaccagggc 6540 

ctttgactaa agcaaatgaa caagctgact tactggtatc atctgcattc ataaaagcac 6600 
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aagaacttct tgctttgact catgtaaatg cagcaggatt aaaaaacaaa tttgatgtca 6660 

catggaaaca ggcaaaagat attgtacaac attgcaccca gtgtcaagtc ttacacctgt 6720 

ccactcaaga ggcaggagtt aatcccagag gtctgtgtcc taatgcgtta tggcaaatgg 6780 

atggcacgca tgttccttca tttggaagat tatcatatgt tcatgtaaca gttgatactt 6840 

attcacattt catatgggca acttgccaaa caggagaaag tacttcccat gttaaaaaac 6900 

atttattatc ttgttttgct gtaatgggag ttccagaaaa aatcaaaact gacaatggac 6960 

caggatattg tagtaaagct ttccaaaaat tcttaagtca gtggaaaatt tcacatacaa 7020 

caggaattcc ttataattcc caaggacagg ccatagttga aagaactaat agaacactca 7080 

aaactcaatt agttaaacaa aaagaagggg gagacagtaa ggagtgtacc actcctcaga 7140 

tgcaacttaa tctagcactc tatactttaa attttttaaa catttataga aatcagacta 7200 

ctacttctgc aaaacaacat cttactggta aaaagcacag cccacatgaa ggaaaactaa 72 60 

tttggtggaa agataataaa aataagacat gggaaatagg gaaggtgata acgtggggga 7320 

gaggttttgc ttgtgtttca ccaggagaaa atcagcttcc tgtttggata cccactagac 7380 

atttgaagtt ctacaatgaa cccatcggag atgcaaagaa aagggcctcc acagagatgg 7440 

taaccccagt cacatggatg gataatccta tagaagtata tgttaatgat agtgtatggg 7500 

tacctggccc cacagatgat cgctgccctg ccaaacctga ggaagaaggg atgatgataa 7560 

atatttccat tgtgtatcgt tatcctccta tttgcctagg gagagcacca ggatgtttaa 7620 

tgcctgcagt ccaaaattgg ttggtagaag tacctactgt cagtcctaac agtagattca 7680 

cttatcacat ggtaagcggg atgtcactca ggccacgggt aaattattta caagactttt 7740 

cttatcaaag atcattaaaa tttagaccta aagggaaacc ttgccccaag gaaattccca 7800 

aagaatcaaa aaatacagaa gttttagttt gggaagaatg tgtggccaat agtgcggtga 7860 

tattacaaaa caatgaattc ggaactatta tagattgggc acctcgaggt caattctacc 792 0 

acaattgctc aggacaaact cagtcgtgtc caagtgcaca agtgagtcca gctgttgata 7980 

gcgacttaac agaaagtcta gacaaacata agcataaaaa attacagtct ttctaccctt 8040 

gggaatgggg agaaaaagga atctctaccc caagaccaga aataataagt cctgtttctg 8100 

gtcctgaaca tccagaatta tggaggcttt ggcctgacac cacattagaa tttggtctgg 8160 

aaatcaaact ttagaaacaa gagatcgtaa gccattttat actatcgacc taaattccag 8220 

tctaacggtt cctttacaaa gttgcgtaaa gccctcttat atgctagttg taggaaatat 8280 

agttattaaa ccagactccc aaactataac ctgtgaaaat tgtagattgt ttacttgcat 8340 

tgattcaact tttaattggc ggcaccgtat tctgctggtg agagcaagag agggcgtgtg 8400 

gatctctgtg tccgtggact gaccgtggga ggcctcgcca tccatccata ttttgactga 8460 

agtattaaaa gacattttaa atagatccaa aagattcatt tttaccttaa ttgcagtgat 8520 

tatgggatta attgcagtca cagctacggc tgctgtggca ggagttgcat tgcactcttc 8580 

tgttcagtcg gtaaactttg ttaatgattg gcaaaagaat tctacaagat tgtggaattc 8640 

acaatctagt attgatcaaa aattggcaaa tcaaattaat gatcttagac aaactgtcat 8700 

ttggatggga gacagactca tgagcttaga acattgtttc cagttacagt gtgactggaa 8760 

tacgtcagat ttttgtatta caccccaaat ttataatgag tctgagcatc actgggacat 8820 

ggttagacgc catctacagg gaagagaaga taatctcact ttagacattt ccaaattaaa 8880 

ataacaaatt ttcgaagcat caaaagccca tttaaatttg atgccaggaa ctgaggcaat 8940 

tgcaggagtt gctgatggcc tcgcaaatct taaccctgtc acttgggtta agaccatcgg 9000 

aagtactatg attataaatc tcatattaat ccttgtgtgc ctgttttgtc tgttgttagt 9060 

ctgcaggtgt acccaacagc tccgaagaga cagcgaccat cgagaacggg ccatgatgac 9120 

gatggcggtt ttgtcgaaaa gaaaaggggg aaatgtgggg aaaagcaaga gagatcagat 9180 

tgttactgtg tctgtgtaga aagaagtaga cataggagac tccattttgt tctgtactaa 9240 

gaaaaattct tctgccttga gattctgtta atctatgacc ttacccccaa ccccgtgctc 9300 

tctgaaacag gtgctgtgtc aaactcaggg ttaaatggat taagggttgt gcaagatgtg 93 60 

ctttgttaaa caaatgcttg aaggcagcat gctccttaag agtcatcacc actccctaat 942 0 

ctcaagtacc cagggacaca aaaactgcgg aaggccgcag ggacctctgc ctaggaaagc 9480 

caggtattgt ccaaggtttc tccccatgtg atagtctgaa atatggcctc atgggaaggg 9540 

aaagacctga ccgtccccca gcccgacacc cgtaaagggt ctgtgctgag gaggattagt 9600 

ataagaggaa ggcattcctc ttgcagttga gacaagagga aggcatctgt ctcctgcccg 9660 

tccctgggca atggaatgtc tcggtataaa acccgattgt acgttccatc tactgagata 9720 

ggaagaaaac gccttagggc tggaggtggg acatgcaggc agcaatactg ctttgtaaag 9780 

cattgagatg tttatgtgta tgcatatcta aaagcacagc acttgattct ttaccttgtc 9840 

tatgatgcaa agacctttgt tcacctgttt gtctgctgac cctctcccca ctattgtctt 9900 

gtgaccatga cacatccccc tctcagagaa acacccacga atgatcaata aatactaagg 9960 

gaactcagag acggcgcgga tcctccatat gctgaacgct ggttccctgg gtccccttat 10020 

ttctttctct atactttgtc tctgtgtctt tttcttttcc aagtctctca ttccacctta 10080 

agagaaacac tcacaggtgt ggaggggcaa cccatccctt cagaggtggg tggatcacct 10140 

gaggtcagga gttcaagaca agcctggcca acatggtgaa accccatctc tactaaaaat 10200 

acaaaattag ccaggtgtgg tggcaggtgt ctgtagtccc agctacttgg gaggctgacg 10260 

agaatcgctt gaacctggga gggggaggtt tcagtgagcc gagattgcac cactgcactc 10320 

cagcctgggg gacagagtga aactctgtct caaaaaaaca acaaaaaacc ccacctatag 10380 
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acaggactag ctacataaat aacttgcagg gctcagtgta aaatgaaagt gtgaggtccc 10440 

tttttcaaag acgtagaagg ccgggtgcgg tggctcatgc ctgtaatccc agcactttgg 10500 

gaggctgagg caggcaggtt atgaggtcag gagttcgaga cagcctgacc aatatggtga 10560 

aaccccatct ctactaaaaa tacaaaaatt agctgggtgt ggtagcgggc gcctgtagtc 1062 0 

ccagctactc aggaggctga ggcagaagaa ttacttgaac ccaggagacg gaggttgcag 10680 

tgagctgaga tcgtgccact gcactctcca gcctcctcgg tgacagagcg agactctgtc 10740 

tcaaaaaaaa aaaaaaaaac agaaaaaggt gctattaaag ataccaaaat ataaggcact 10800 

ttcctttaft ctgcaatctg tctctccact tttcatagta ttttttcatt tgttatttaa 10860 

catcatgttt tgtcaggtga ggacatttac tcagccagtg cagcactcac tggtatccag 10920 

gggccatagg tgatttgacg cacccacatg gcccaccagc tgttgagttc cacctccagc 10980 

cagccactgg accaacatgc agtgccctgg ctgggggcag gaaagtctaa caaaccattt 11040 

cattccactg tcctcctggc caaacccaca gaggacaggt aaaccccctt gtatgtgttt 11100 

tgtacttgga tctggggtgg gc 11122 



<210> 45 

<211> 9179 

<212> DNA 

<213> Homo sapiens 

<400> 45 

tgtggggaaa agcaagagag atcaaattgt tactgtgtct gtgtagaaag aagtagacat 60 

aggagactcc attttgttat gtgctaagaa aaattcttct gccttgagat tctgttaatc 120 

tatgacctta cccccaaccc cgtgctctct gaaacgtgtg ctgtgtcaac tcagggttga 180 

atggattaag ggcggtgcag gatgtgcttt gttaaacaga tgcttgaagg cagcatgctc 240 

cttaagagtc atcaccactc cctaatctca agtacccagg gacacaaaaa ctgcggaagg 300 

ccgcagggac ctctgcctag gaaagccagg tattgtccaa ggtttctccc catgtgatag 360 

tctgaaatat ggcctcgtgg gaagggaaag acctgaccgt cccccagccc gacacctgta 420 

aagggtctgt gctgaggagg attagtaaaa gaggaaggaa tgcctcttgc agttgagaca 480 

agaggaaggc atctgtctcc tgcctgtccc tgggcaatgg aatgtctcgg tataaaaccc 540 

gattgtatgc tccatctact gagataggga aaaaccgcct tagggctgga ggtgggacct 600 

gcgggcagca atactgcttt gtaaagcatt gagatgttta tgtgtatgca tatccaaaag 660 

cacagcactt aatcctttac attgtctatg atgccaagac ctttgttcac gtgtttgtct 720 

gctgaccctc tccccacaat tgtcttgtga ccctgacaca tccccctctt tgagaaacac 780 

ccacagatga tcaataaata ctaagggaac tcagaggctg gcgggatcct ccatatgctg 840 

aacgctggtt ccccgggtcc ccttatttct ttctctatac tttgtctctg tgtctttttc 900 

ttttccaaat ctctcgtccc accttacgag aaacacccac aggtgtgtag gggcaaccca 960 

cccctacatc tggtgcccaa cgtggaggct tttctctagg gtgaaggtac gctcgagcgt 1020 

aatcattgag gacaagtcga cgagagatcc cgagtacatc tacagtcagc cttacggtaa 1080 

gcttgcgcgc tcggaagaag ctagggtgat aatggggcaa actaaaagta aaattaaaag 1140 

taaatatgcc tcttatctca gctttattaa aattctttta aaaagagggg gagttaaagt 1200 

atctacaaaa aatctaatca agctatttca aataatagaa caattttgcc catggtttcc 1260 

agaacaagga acttcagatc taaaagattg gaaaagaatt ggtaaggaac taaaacaagc 1320 

aggtaggaag ggtaatatca ttccacttac agtatggaat gattgggcca ttattaaagc 1380 

agctttagaa ccatttcaaa cagaagaaga tagcatttca gtttctgatg cccctggaag 1440 

ctgtttaata gattgtaatg aaaacacaag gaaaaaatcc cagaaagaaa ccgaaagttt 1500 

acattgcgaa tatgtagcag agccggtaat ggctcagtca acgcaaaatg ttgactataa 1560 

tcaattacag gaggtgatat atcctgaaac gttaaaatta gaaggaaaag gtccagaatt 1620 

aatggggcca tcagagtcta aaccacgagg cacaagtcct cttccagcag gtcaggtgct 1680 

cgtaagatta caacctcaaa agcaggttaa agaaaataag acccaaccgc aagtagccta 1740 

tcaatactgc cgctggctga acttcagtat cggccacccc cagaaagtca gtatggatat 1800 

ccaggaatgc ccccagcacc acagggcagg gcgccatacc atcagccgcc cactaggaga 1860 

cttaatccta tggcaccacc tagtagacag ggtagtgaat tacatgaaat tattgataaa 1920 

tcaagaaagg aaggagatac tgaggcatgg caattcccag taacgttaga accgatgcca 1980 

cctggagaag gagcccaaga gggagagcct cccacagttg aggccagata caagtctttt 2040 

tcgataaaaa tgctaaaaga tatgaaagag ggagtaaaac agtatggacc caactcccct 2100 

tatatgagga cattattaga ttccattgct tatggacata gactcattcc ttatgattgg 2160 

gagattctgg caaaatcgtc tctctcaccc tctcaatttt tacaatttaa gacttggtgg 2220 

attgatgggg tacaagaaca ggtccgaaga aatagggctg ccaatcctcc agttaacata 2280 

gatgcagatc aactattagg aataggtcaa aattggagta ctattagtca acaagcatta 2340 

atgcaaaatg aggccattga gcaagttaga gctatctgcc ttagagcttg ggaaaaaatc 2400 

caagacccag gaagtacctg cccctcattt aatacagtaa gacaaggttc aaaagagccc 2460 

taccctgatt ttgtggcaag gctccaagat gttgctcaaa agtcaattgc cgatgaaaaa 2520 
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gccggtaagg tcatagtgga gttgatggca tatgaaaacg ccaatcctga gtgtcaatca 2 580 

gccattaagc cattaaaagg aaaggttcct gcaggatcag atgtaatctc agaatatgta 2640 

aaagcctgtg atggaatcgg aggagctatg cataaagcta tgcttatggc tcaagcaata 2700 

acaggagttg ttttaggagg acaagttaga acatttggag gaaaatgtta taattgtggt 2760 

caaattggtc acttaaaaaa gaattgccca gtcttaaaca aacagaatat aactattcaa 2820 

gcaactacaa caggtagaga gccacctgac ttatgtccaa gatgtaaaaa aggaaaacat 2880 

tgggctagtc aatgtcgttc taaatttgat aaaaatgggc aaccattgtc gggaaacgag 2940 

caaaggggcc agcctcaggc cccacaacaa actggggcat tcccaattca gccatttgtt 3000 

cctcagggtt ttcagggaca acaaccccca ctgtcccaag tgtttcaggg aataagccag 3060 

ttaccacaat acaacaattg tccctcacca caagcggcag tgcagcagta gatttatgta 3120 

ctatacaagc agtctctctg cttccagggg agcccccaca aaaaatccct acaggggtat 3180 

atggcccact gcctgagggg actgtaggac taatcttggg aagatcaagt ctaaatctaa 3240 

aaggagttca aattcatact agtgtggttg attcagacta taaaggcgaa attcaattgg 3300 

ttattagctc ttcaattcct tggagtgcca gtccaagaga caggattgct caattattac 3360 

tcctgccata tattaagggt ggaaatagtg aaataaaaag aataggaggg cttgtaagca 3420 

ctgatccaac aggaaaggct gcatattggg caagtcaggt ctcagagaac agacctgtgt 3480 

gtaaggccat tattcaagga aaacagtttg aagggttggt agacactgga gcagatgtct 3540 

ctattattgc tttaaatcag tggccaaaaa actggcctaa acaaaaggct gttacaggac 3600 

ttgtcggcat aggcacagcc tcagaagtgt atcaaagtat ggagatttta cattgcttag 3 660 

ggccagataa tcaagaaagt actgttcagc caatgattac ttcaattcct cttaatctgt 3720 

ggggtcgaga tttattacaa caatggggtg cggaaatcac catgcccgct ccattatata 3780 

gccccacgag tcaaaaaatc atgaccaaga tgggatatat accaggaaag ggactaggga 3 840 

aaaatgaaga tggcattaaa gttccagttg aggctaaaat aaatcaagaa agagaaggaa 3900 

tagggtatcc tttttagggg cggtcactgt agagcctcct aaacccatac cactaacttg 3960 

gaaaacagaa aaaccggtgt gggtaaatca gtggccgcta ccaaaacaaa aactggaggc 4020 

tttacattta ttagcaaatg aacagttaga aaagggtcac attgagcctt cgttctcacc 4080 

ttggaattct cctgtgtttg taattcagaa gaaatcaggc aaatggcata cgttaactga 4140 

cttaagggct gtaaacgccg taattcaacc catggggcct ctccaacccg ggttgccctc 4200 

tccggccatg atcccaaaag attggccttt aattataatt gatctaaagg attgcttttt 4260 

taccatccct ctggcagagc aggattgtga aaaatttgcc tttactatac cagccataaa 4320 

taataaagaa ccagccacca ggtttcagtg gaaagtgtta cctcagggaa tgcttaatag 43 80 

tccaactatt tgtcagactt ttgtaggtcg agctcttcaa ccagtgagag aaaagttttc 4440 

agactgttat attattcatt atattgatga tattttatgt gctgcagaaa cgaaagataa 4500 

attaattgac tgttatacat ttctgcaagc agaggttgcc aatgctggac tggcaatagc 4560 

atccgataag atccaaacct ctactccttt tcattattta gggatgcaga tagaaaatag 4620 

aaaaattaag ccacaaaaaa tagaaataag aaaagacaca ttaaaaacac taaatgattt 4680 

tcaaaaatta ctaggagata ttaattggat tcggccaact ctaggcattc ctacttatgc 4740 

catgtcaaat ttgttctcta tcttaagagg agactcagac ttaaatagtc aaagaatatt 4800 

aaccccagag gcaacaaaag aaattaaatt agtggaagaa aaaattcagt cagcgcaaat 4860 

aaatagaata gatcccttag ccccactcca acttttgatt tttgccactg cacattctcc 4920 

aacaggcatc attattcaaa atactgatct tgtggagtgg tcattccttc ctcacagtac 4980 

agttaagact tttacattgt acttggatca aatagctaca ttaatcggtc agacaagatt 5040 

acgaataaca aaattatgtg gaaatgaccc agacaaaata gttgtccctt taaccaagga 5100 

acaagttaga caagccttta tcaattctgg tgcatggcag attggtcttg ctaattttgt 5160 

gggacttatt gataatcatt acccaaaaac aaagatcttc cagttcttaa aattgactac 5220 

ttggattcta cctaaaatta ccagacgtga acctttagaa aatgctctaa cagtatttac 5280 

tgatggttcc agcaatggaa aagcagctta cacagggccg aaagaacgag taatcaaaac 5340 

tccatatcaa tcggctcaaa gagacgagtt ggttgcagtc attacagtgt tacaagattt 5400 

tgaccaacct atcaatatta tatcagattc tgcatatgta gtacaggcta caagggatgt 5460 

tgagacagct ctaattaaat atagcatgga tgatcagtta aaccagctat tcaatttatt 552 0 

acaacaaact gtaagaaaaa gaaatttccc attttatatt acttatattc gagcacacac 5580 

taatttacca gggcctttga ctaaagcaaa tgaacaagct gacttactgg tatcatctgc 5640 

actcataaaa gcacaagaac ttcatgcttt gactcatgta aatgcagcag gattaaaaaa 5700 

caaatttgat gtcacatgga aacaggcaaa agatattgta caacattgca cccagtgtca 5760 

agtcttacac ctgcccactc aagaggcagg agttaatccc agaggtctgt gtcctaatgc 5820 

attatggcaa atggatgtca cgcatgtacc ttcatttgga agattatcat atgttcatgt 5880 

aacagttgat acttattcac atttcatatg ggcaacttgc caaacaggag aaagtacttc 5940 

ccatgttaaa aaacatttat tgtcttgttt tgctgtaatg ggagttccag aaaaaatcaa 6000 

aactgacaat ggaccaggat attgtagtaa agctttccaa aaattcttaa gtcagtggaa 6060 

aatttcacat acaacaggaa ttccttataa ttcccaagga caggccatag ttgaaagaac 6120 

taatagaaca ctcaaaactc aattagttaa acaaaaagaa gggggagaca gtaaggagtg 6180 

taccactcct cagatgcaac ttaatctagc actctatact ttaaattttt taaacattta 6240 

tagaaatcag actactactt ctgcagaaca acatcttact ggtaaaaaga acagcccaca 6300 
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SEQUENCE LISTING. ST25 

tgaaggaaaa ctaatttggt ggaaagataa taaaaataag acatgggaaa tagggaaggt 6360 

gataacgtgg gggagaggtt ttgcttgtgt ttcaccagga gaaaatcagc ttcctgtttg 6420 

gttacccact agacatttga agttctacaa tgaacccatc ggagatgcaa agaaaagggc 6480 

ctccacggag atggtaacac cagtcacatg gatggataat cctatagaag tatatgttaa 6540 

tgatagtata tgggtacctg gccccataga tgatcgctgc cctgccaaac ctgaggaaga 6600 

agggatgatg ataaatattt ccattgggta tcgttatcct cctatttgcc tagggagagc 6660 

accaggatgt ttaatgcctg cagtccaaaa ttggttggta gaagtaccta ctgtcagtcc 6720 

catcagtaga ttcacttatc acatggtaag cgggatgtca ctcaggccac gggtaaatta 67 80 

tttacaagac ttttcttatc aaagatcatt aaaatttaga cctaaaggga aaccttgccc 6840 

caaggaaatt cccaaagaat caaaaaatac agaagtttta gtttgggaag aatgtgtggc 6900 

caatagtgcg gtgatattat aaaacaatga atttggaact attatagatt gggcacctcg 6960 

aggtcaattc taccacaatt gctcaggaca aactcagtcg tgtccaagtg cacaagtgag 7020 

tccagctgtt gatagcgact taacagaaag tttagacaaa cataagcata aaaaattgca 7080 

gtctttctac ccttgggaat ggggagaaaa aggaatctct accccaagac caaaaatagt 7140 

aagtcctgtt tctggtcctg aacatccaga attatggagg cttactgtgg cctcacacca 7200 

cattagaatt tggtctggaa atcaaacttt agaaacaaga gattgtaagc cattttatac 7260 

tgtcgaccta aattccagtc taacagttcc tttacaaagt tgcgtaaagc ccccttatat 7320 

gctagttgta ggaaatatag ttattaaacc agactcccag actataacct gtgaaaattg 7380 

tagattgctt acttgcattg attcaacttt taattggcaa caccgtattc tgctggtgag 7440 

agcaagagag ggcgtgtgga tccctgtgtc catggaccga ccgtgggagg cctcaccatc 7500 

cgtccatatt ttgactgaag tattaaaagg tgttttaaat agatccaaaa gattcatttt 7560 

tactttaatt gcagtgatta tgggattaat tgcagtcaca gctacggctg ctgtagcagg 7 62 0 

agttgcattg cactcttctg ttcagtcagt aaactttgtt aatgattggc aaaagaattc 7680 

tacaagattg tggaattcac aatctagtat tgatcaaaaa ttggcaaatc aaattaatga 7740 

tcttagacaa actgtcattt ggatgggaga cagactcatg agcttagaac atcgtttcca 7800 

gttacaatgt gactggaata cgtcagattt ttgtattaca ccccaaattt ataatgagtc 7860 

tgagcatcac tgggacatgg ttagacgcca tctacaggga agagaagata atctcacttt 7920 

agacatttcc aaattaaaag aacaaatttt cgaagcatca aaagcccatt taaatttggt 7980 

gccaggaact gaggcaattg caggagttgc tgatggcctc gcaaatctta accctgtcac 8040 

ttgggttaag accattggaa gtacatcgat tataaatctc atattaatcc ttgtgtgcct 8100 

gttttgtctg ttgttagtct gcaggtgtac ccaacagctc cgaagagaca gcgaccatcg 8160 

agaacgggcc atgatgacga tggcggtttt gtcgaaaaga aaagggggaa atgtggggaa 822 0 

aagcaagaga gatcaaattg ttactgtgtc tgtgtagaaa gaagtagaca taggagactc 8280 

cattttgtta tgtgctaaga aaaattcttc tgccttgaga ttctgttaat ctatgacctt 8340 

acccccaacc ccgtgctctc tgaaacatgt gctgtgtcaa ctcagggttg aatggattaa 8400 

gggcggtgca ggatgtgctt tgttaaacag atgcttgaag gcagcatgct ccttaagagt 8460 

catcaccact ccctaatctc aagtacccag ggacacaaaa actgcagaag gccgcaggga 8520 

cctctgccta ggaaagccag gtattgtcca aggtttctcc ccatgtgata gtctgaaata 8580 

tggcctcgtg ggaagggaaa gacctgaccg tcccccagcc cgacacctgt aaagggtctg 8640 

tgctgaggag gattagtaaa agaggaagga atgcctcttg cagttgagac aagaggaagg 8700 

catctgtctc ctgcctgtcc ctgggcaatg gaatgtctcg gtataaaacc cgattgtatg 8760 

ctccatctac tgagataggg aaaaaccgcc ttagggctgg aggtgggacc tgcgggcagc 8820 

aatactgctt tgtaaagcat tgagatgttt atgtgtatgc atatccaaaa gcacagcact 8880 

taatccttta cattgtctat gatgccaaga cctttgttca cgtgtttgtc tgctgaccct 8940 

ctccccacaa ttgtcttgtg accctgacac atccccctct ttgagaaaca cccacagatg 9000 

atcaataaat actaagggaa ctcagaggct ggcgggatcc tccatatgct gaacgctggt 9060 

tccccgggtc cccttatttc tttctctata ctttgtctct gtgtcttttt cttttccaaa 9120 

tctctcgtcc caccttacga gaaacaccca caggtgtgta ggggcaaccc acccctaca 9179 



<210> 46 

<211> 279 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC^FEATURE 

<222> (1)..{279) 

<223> Xaa=Any amino acid 

<400> 46 

Glu Thr Gin Val Gly Ala Pro Ala Arg Ala Glu Thr Arg Cys Glu Pro 
15 10 15 
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Phe 


Thr 


Met 


Lys 


Met 


Leu 


Lys 


Asp 








20 








Gly Ser 


Asn 


Ser 


Pro 


Tyr 


He 


Arg 






35 










40 


Gly Asn 


Arg 


Leu 


Thr 


Pro 


Tyr 


Asp 




50 










55 




Leu 


Ser 


Ser 


Ser 


Gin 


Tyr 


Leu 


Gin 


65 










70 






Val 


Gin 


Glu 


Gin 


Val 


Arg 


Lys 


Lys 










85 








Tyr 


Arg 


Arg 


Arg 


Pro 


He 


Val 


Arg 








100 








Xaa 


Pro 


Thr 


He 


Ser 


Asp 


Ala 


Glu 






115 










120 


Tyr 


Leu 


Pro 


Gin 


Gly 


Leu 


Gly 


Lys 




130 










135 




Pro 


Tyr 


Xaa 


Phe 


Asn 


Xaa 


Thr 


Arg 


145 










150 




Cys 


Gly 


Lys 


He 


Thr 


Arg 


Cys 


Cys 










165 








Cys 


Pro 


Lys 


Ser 


Tyr 


Cys 


Arg 


He 








180 










Arg 


Met 


Ser 


Val 


Gly 


His 


Lys 


Ala 






195 










200 


Ser 


Xaa 


Cys 


Asn 


Tyr 


Arg 


He 


Cys 




210 










215 




Ser 


Tyr 


Ala 


Xaa 


Gly 


Asn 


Ala 


Asn 


225 








230 






Ser 


Arg 


Arg 


Thr 


Ser 


Xaa 


Asn 


He 










245 








Ser 


Asn 


Arg 


Ser 


Ser 


Glu 


Lys 


Glu 








260 








Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 








275 












<210> 47 












<211> 288 












<212> PRT 












<213> Homo 


sapiens 








<400> 47 












Glu 


Glu 


Thr 


Gin 


Val 


Gly 


Ala 


Pro 


1 








5 






Pro 


Phe 


Thr 


Met 


Lys 


Met 


Leu 


Lys 








20 










Tyr 


Gly 


Ser 


Asn 


Ser 


Pro 


Tyr 


He 






35 










40 


His 


Gly 


Asn 


Arg 


Leu 


Thr 


Pro 


Tyr 




50 










55 




Ser 


Leu 


Ser 


Ser 


Ser 


Gin 


Tyr 


Leu 


65 










70 




Gly 


Val 


Gin 


Glu 


Gin 


Val 


Arg 


Lys 










85 








Asn 


He 


Asp 


Ala 


Asp 


Gin 


Leu 


Leu 








100 










He 


Asn 


Gin 


Gin 


Ser 


Val 


Met 


Gin 






115 










120 


Ala 


He 


Cys 


Leu 


Arg 


Ala 


Trp 


Gly 




130 










135 




Phe 


Pro 


He 


Asn 


Ser 


He 


Arg 


Gin 


145 










150 




Phe 


Val 


Ala 


Arg 


Leu 


Gin 


Asp 


Ala 



SEQUENCE LISTING. ST25 



He 


Lys 


Glu 


Gly 


Val 


Lys 


Gin 


Tvr 


25 










30 




Thr 


Val 


Leu 


Asp 


Ser 


He 


Ala 


His 










45 








Trp 


Glu 


He 


Leu 


Ala 


Lys 


Ser 


Ser 








60 










Phe 


Lys 


Thr 


Trp 


Trp 


He 


Aso 


Glv 






75 










80 


Ser 


Gly 


Tyr 


Xaa 


Ala 


His 


Cvs 


Xaa 




90 










95 




Asn 


Arg 


Ser 


Lys 


Leu 


Glu 


His 


His 


105 










110 






Xaa 


Gly 


Tyr 


Xaa 


Thr 


Ser 


Lvs 


Glv 










125 






Asn 


Ser 


Gly Pro 


Arg 


Asn 


Ser 


Phe 








140 










Leu 


Xaa 


Arg 


Ala 


He 


Ser 


Xaa 


Leu 






155 










160 


Ser 


Lys 


Val 


Tyr 


Tyr 


Arg 


Xaa 


Gin 




170 










175 




Asn 


Gly 


Leu 


Xaa 


Lys 


Cys 


Lvs 


Ser 


185 










190 






He 


Lys 


Arg 


Lys 


Ser 


Ser 


Ser 


Arg 










205 






Glu 


Gly 


Leu 


Xaa 


Trp 


Asp 


Trp 


Arg 








220 










Gly 


Ser 


Ser 


Asn 


Glu 


Gly 


Ala 


His 






235 










240 


Trp 


Glu 


Lys 


Met 


Leu 


Xaa 


Leu 


Tro 




250 










255 


Leu 


Pro 


Arg 


Leu 


Lys 


Gin 


Ala 


Lys 


265 










270 




Ala 


Arg 


Ala 


Glu 


Thr 


Arg 


Cys 


Glu 




10 










15 




Asp 


He 


Lys 


Glu 


Gly 


Val 


Lvs 

J: 


Gin 


25 










30 






Arg 


Thr 


Val 


Leu 


ASD 


Ser 


He 


Ala 










45 








Asp 


Trp 


Glu 


He 


Leu 


Ala 


Lvs 


Ser 








60 








Gin 


Phe 


Lys 


Thr 


Tro 


Trp 


He 


Asp 






75 










80 


Asn 


Gin 


Ala 


Thr 


Lys 


Pro 


Thr 


Val 




90 










95 




Gly 


Thr 


Gly 


Pro 


Asn 


Trp 


Ser 


Thr 


105 










110 






Asn 


Glu 


Ala 


He 


Glu 


Gin 


Val 


Arg 










125 








Lys 


He 


Gin 


Asp 


Pro 


Gly 


Thr 


Ala 








140 








Gly 


Ser 


Lys 


Glu 


Pro 


Tyr 


Pro 


Asp 






155 










160 


Ala 


Gin 


Lys 


Ser 


He 


Thr 


Asp 


Asp 
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165 



Asn Ala 


Arg 


Lys 
180 


Val 


He 


Val 


Glu 


Pro Glu 


Cys 
195 


Gin 


Ser 


Ala 


He 


Lys 
200 


Gly Val 


Asp 


Val 


He 


Thr 


Glu 


Tyr 


210 










215 




Gly Ala 


Met 


His 


Lys 


Ala 


Met 


Leu 


225 








230 






Thr Leu 


Gly 


Gly 


Gin 
245 


Val 


Arg 


Thr 


Gly Gin 


He 


Gly 
260 


His 


Leu 


Lys 


Arg 


Asn lie 


He 
275 


Asn 


Gin 


Ala 


He 


Thr 
280 



<210> 48 

<211> 471 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(471) 

<223> Xaa=Any amino acid 



<400> 48 



Glu 


Glu 


Thr 


Gin 


Val 


Gly 


Ala 


Pro 


1 








5 






Pro 


Phe 


Thr 


Met 


Lys 


Met 


Leu 


Lys 








20 








Tyr 


Gly 


Ser 


Asn 


Ser 


Pro 


Tyr 


He 






35 










40 


His 


Gly 


Asn 


Arg 


Leu 


Thr 


Pro 


Tyr 




50 










55 




Ser 


Leu 


Ser 


Ser 


Ser 


Gin 


Tyr 


Leu 


65 










70 






Gly 


Val 


Gin 


Glu 


Gin 


Val 


Arg 


Lys 










85 








Asn 


He 


Asp 


Ala 


Asp 


Gin 


Leu 


Leu 








100 










He 


Asn 


Gin 


Gin 


Ser 


Val 


Met 


Gin 






115 










120 


Ala 


He 


Cys 


Leu 


Arg 


Ala 


Trp 


Gly 




130 










135 




Phe 


Pro 


He 


Asn 


Ser 


He 


Arg 


Gin 


145 










150 




Phe 


Val 


Ala 


Arg 


Leu 


Gin 


Asp 


Ala 










165 








Asn 


Ala 


Arg 


Lys 


Val 


He 


Val 


Glu 








180 










Pro 


Glu 


Cys 


Gin 


Ser 


Ala 


He 


Lys 






195 










200 


Gly 


Val 


Asp 


Val 


He 


Thr 


Glu 


Tyr 




210 










215 




Gly 


Ala 


Met 


His 


Lys 


Ala 


Met 


Leu 


225 










230 






Thr 


Leu 


Gly 


Gly 


Gin 


Val 


Arg 


Thr 










245 








Gly 


Gin 


He 


Gly 


His 


Arg 


Lys 


Arg 








260 










Asn 


He 


He 


Asn 


Gin 


Ala 


He 


Thr 



SEQUENCE LISTING. ST2 5 





170 










175 




Leu 


Met 


Ala 


Tyr 


Glu 


Asn 


Ala 


Asn 


185 










190 






Pro 


Leu 


Lys 


Gly 


Lys 


Val 


Pro 


Ala 










205 








Val 


Lys 


Ala 


Cys 


Asp 


Gly 


He 


Gly 








220 








Met 


Ala 


Gin 


Ala 


Met 


Arg 


Gly 


Leu 






235 










240 


Phe 


Gly 


Lys 


Lys 


Cys 


Tyr 


Asn 


Cys 




250 










255 




Ser 


Cys 


Pro 


Gly 


Leu 


Asn 


Lys 


Gin 


265 










270 






Glu 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 










285 








Ala 


Arg 


Ala 


Glu 


Thr 


Arg 


Cys 


Glu 




10 










15 




Asp 


He 


Lys 


Glu 


Gly 


Val 


Lvs 


Gin 


25 










30 






Arg 


Thr 


Leu 


Leu 


Asp 


Ser 


He 


Ala 










45 








Asp 


Trp 


Glu 


He 


Leu 


Ala 


Lys 


Ser 








60 










Gin 


Phe 


Lys 


Thr 


Trp 


Trp 


He 


Asp 






75 










80 


Asn 


Gin 


Ala 


Thr 


Lys 


Pro 


Thr 


Val 




90 










95 




Gly 


Thr 


Gly 


Pro 


Asn 


Trp 


Ser 


Thr 


105 










110 






Asn 


Glu 


Ala 


He 


Glu 


Gin 


Val 


Arg 










125 








Lys 


He 


Gin 


Asp 


Pro 


Gly 


Thr 


Ala 








140 










Gly 


Ser 


Lys 


Glu 


Pro 


Tyr 


Pro 


Asp 






155 










160 


Ala 


Gin 


Lys 


Ser 


He 


Thr 


Asp 


Asp 




170 










175 




Leu 


Met 


Ala 


Tyr 


Glu 


Asn 


Ala 


Asn 


185 










190 






Pro 


Leu 


Lys 


Gly 


Lys 


Val 


Pro 


Ala 










205 








Val 


Lys 


Ala 


Cys 


Asp 


Gly 


He 


Gly 








220 










Met 


Ala 


Gin 


Ala 


Met 


Arg 


Gly 


Leu 






235 










240 


Phe 


Gly 


Lys 


Lys 


Cys 


Tyr 


Asn 


Cys 




250 










255 




Ser 


Cys 


Pro 


Gly 


Leu 


Asn 


Lys 


Gin 


265 










270 






Ala 


Lys 


Asn 


Lys 


Lys 


Pro 


Ser 


Gly 
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275 










280 


Leu 


Cys 


Pro 


Lys 


Cys 


Gly 


Lys 


Ala 




290 










295 




Ser 


Lys 


Phe 


Asp 


Lys 


Asp 


Gly 


Gin 


305 










310 






Gly 


Gin 


Pro 


Gin 


Ala 


Pro 


Gin 


Gin 










325 








Phe 


Val 


Pro Gin Gly 


Phe 


Gin 


Gly 








340 








Pro 


Leu 


Gin Gly Val 


Ser 


Gin 


Leu 






355 










360 


Pro 


Gin 


Gin 


Ala 


Ala 


Pro 


Gin 


Xaa 




370 










375 




Phe 


Tyr 


Ser 


Leu 


Glu 


Ser 


Pro 


His 


385 










390 






Ala 


Arg 


Cys 


Gin 


Lys 


Gly 


Gly 


Xaa 










405 








He 


Xaa 


Arg Glu 


Ser 


Lys 


Phe 


He 








420 










Lys 


Gly 


Glu 


Phe 


Ser 


Xaa 


Xaa 


Ser 






435 










440 


He 


Gin 


Val 


He 


Glu 


Leu 


Leu 


Asn 




450 










455 




Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 





465 470 



<210> 49 

<211> 258 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(258) 

<223> Xaa=Any amino acid 

<400> 49 



Gly 
1 


Ser 


Gin 


Ala 


Gly 
5 


Val 


Lys 


Gin 


Arg 


He 


Leu 


Leu 


Asn 


Ser 


He 


Ala 








20 










Asp 


Trp 


Glu 


He 


Leu 


Ala 


He 


Ser 






35 










40 


Gin 


Phe 


Lys 


Thr 


Trp 


Trp 


He 


Asp 




50 










55 




Asn 


Gin 


Ala 


Thr 


Asn 


Pro 


Val 


Ala 


65 










70 






Gly 


Arg 


Gly 


Pro 


Asn 


Trp 


Asp 


Thr 










85 








Met 


Arg 


Leu 


Leu 


Asn 


Asn 


Tyr 


Lys 








100 










Lys 


His 


Ser 


Gly 


Pro 


Arg 


Asn 


Leu 






115 










120 


Thr 


Arg 


Leu 


Xaa 


Arg 


Ala 


He 


Ser 




130 










135 




Cys 


Ser 


Ser 


Lys 


He 


His 


Cys 


Arg 


145 










150 






Asn 


Asn 


Gly 


Leu 


Ser 


Lys 


Arg 


Lys 










165 








Ala 


He 


Lys 


Arg 


Lys 


Cys 


Phe 


Ser 








180 










Cys 


Glu 


Gly 


Leu 


Xaa 


Trp 


Asp 


Trp 



SEQUENCE LISTING. ST2 5 











285 








Lvs 


His 


Tro 


Ala 


Asn 


Gin 


Cys 


His 








300 








Pro 


Leu 


Ser 


Gly 


Asn 


Aro 


Lys 


Arg 






315 










320 


Thr 


Gly 


Ala 


Phe 


Pro 


Val 


Lys 


Leu 




330 










335 




Gin 


Gin 


Pro 


Leu 


Gin 


Lvs 


He 


Pro 


345 










350 






Gin 


Gin 


Ser 


Asn 


Ser 


Cys 


Pro 


Ala 










365 








He 


Tyr 


Val 


Pro 


Pro 


Lys 


Trn 


Ser 








380 










Lys 


Arg 


Phe 


Leu 


Glu 


Glv 


Tvr 


Met 






395 










400 


Ala 


Phe 


Glu 


Gly 


Asp 


Gin 


Val 


Xaa 




410 










415 




Leu 


Gly 


Xaa 


Phe 


Thr 


Gin 


He 


He 


425 










430 






Ala 


Pro 


Leu 


Phe 


Pro 


Gly 


Val 


Pro 










445 






Tyr 


Cys 


Phe 


Cys 


Leu 


Met 


Gin 


Lys 








460 










Tyr 


Gly 


Pro 


Asn 


Ser 


Pro 


Tvr 


He 




10 










15 




His 


Gly 


Asn 


Arg 


Leu 


He 


Ser 


Tvr 

J. jr J. 


25 










30 






Ser 


Leu 


Ser 


Pro 


Ser 


Gin 


Tvr 


Leu 










45 






Gly 


Val 


Gin 


Glu 


Gin 


Val 


Arg 


Lys 








60 








Tyr 


He 


Asp 


Glu 


ASD 


Gin 


Leu 


Leu 






75 










80 


He 


Asn 


Gin 


Gin 


Ser 


Val 


Met 


Lvs 




90 










95 




Gly 


Tvr 


Leu 


Pro 


Gin 


Glv 


Leu 


Glv 


105 










110 






Met 


Pro 


Phe 


Phe 


Xaa 


Phe 


Asn 


Gin 










125 








Arg 


Leu 


Cys 


Gly 


Lys 


Val 


Ala 


Arg 








140 










Xaa 


Arg 


Pro 


Lys 


Ser 


Tyr 


Cys 


Arg 






155 










160 


Phe 


Arg 


Val 


Ser 


He 


Ser 


His 


Lys 




170 










175 




Arg 


Ser 


Xaa 


Cys 


Asn 


Tyr 


Arg 


He 


185 










190 






Arg 


Ser 


Tyr 


Ala 


Xaa 


Gly 


Asn 


Ala 



Page 25 



SEQUENCE LISTING. ST2 5 



195 




200 








205 




lie Gly Ser Ser Asn 


Tyr 


Arg Gly Cys 


Tyr 


Arg 


Arg 


Thr 


Ser Xaa 


210 




215 






220 






lie Trp Gly Lys Met 


Leu 


Xaa Leu Trp 


Ser 


Asn 


Arg 


Ser 


Ser Lys 


225 


230 






235 




Glu Leu Pro Glu Leu 


Lys 


Leu Pro Pro 


Lys 


Lys 


Lys 


Lys 


Lys Lys 
*255 


245 






250 









Lys Lys 



<210> 50 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(288) 

<223> Xaa=Any amino acid 



<400> 50 



Gin 


Lys 


Asn 


Glu 


Ser 


Ser 


Lys 


Leu 


1 








5 






Ser 


Trp 


Leu 


Pro 


Ser 


Leu 


Gin 


Cys 








20 








Asn 


He 


Val 


Ser 


Asp 


Ser 


Ala 


Tyr 






35 










40 


Glu 


Arg 


Ala 


Leu 


He 


Lys 


Tyr 


He 




50 










55 




Phe 


Asn 


Leu 


Leu 


Gin 


Gin 


Asn 


Val 


65 










70 






He 


Thr 


His 


He 


Arg 


Ala 


His 


Thr 










85 








Ala 


Asn 


Glu 


Gin 


Ala 


Asp 


Leu 


Leu 








100 








Gin 


Glu 


Leu 


His 


Ala 


Leu 


Thr 


His 






115 










120 


Arg 


Phe 


Asp 


He 


Thr 


Trp 


Lys 


Gin 




130 










135 




Thr 


Gin 


Cys 


Gin 


He 


Leu 


His 


Leu 


145 










150 






Pro 


Arg 


Gly 


Leu 


Cys 


Pro 


Asn 


Val 










165 








Val 


Pro 


Ser 


Phe 


Gly 


Lys 


Leu 


Ser 








180 










Tyr 


Ser 


His 


Phe 


He 


Trp 


Ala 


Thr 






195 










200 


His 


Val 


Lys 


Arg 


His 


Leu 


Leu 


Ser 




210 










215 




Glu 


Lys 


Val 


Lys 


Thr 


Asp 


Asn Gly 


225 










230 






Gin 


Lys 


Phe 


Leu 


Asn 


Gin 


Trp Lys 










245 








Tyr 


Asn 


Ser 


Gin 


Gly 


Gin 


Ala 


He 








260 










Lys 


Ala 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 






275 










280 



Ser 


He 
10 


Thr 


Xaa 


Leu 


Lys 


Glu 
15 


Gin 


Xaa 


Gin 


Asp 


Phe 


Asn 


Gin 


Ser 


He 


25 










30 






Val 


Val 


Gin 


Ala 


Thr 
45 


Lys 


Asp 


He 


Met 


Asp 


Asp 


Gin 
60 


Leu 


Asn 


Pro 


Leu 


Arg 


Lys 


Arg 
75 


Asn 


Phe 


Pro 


Phe 


Tyr 
80 


Asn 


Leu 


Pro 


Gly 


Pro 


Leu 


Thr 


Lys 




90 










95 


Val 


Ser 


Ser 


Ala 


Phe 


Met 


Glu 


Ala 


105 










110 






Val 


Asn 


Ala 


He 


Gly 
125 


Leu 


Lys 


Asn 


Thr 


Lys 


Asn 


He 


Val 


Gin 


His 


Cys 








140 








Ala 


Thr 


Gin 
155 


Glu 


Ala 


Arg 


Val 


Asn 
160 


Leu 


Trp 
170 


Gin 


Met 


Asp 


Val 


Met 
175 


His 


Phe 


Val 


His 


Val 


Thr 


Val 


Asp 


Thr 


185 










190 




Cys 


Gin 


Thr 


Gly 


Glu 
205 


Ser 


Thr 


Ser 


Cys 


Phe 


Pro 


Val 


Met 


Gly Val 


Pro 








220 










Pro 


Gly 


Tyr 
235 


Cys 


Ser 


Lys 


Ala 


Val 
240 


He 


Thr 


His 


Thr 


He 


Gly He 


Leu 




250 










255 




He 


Glu 


Arg 


Thr 


Asn 


Arg 


Thr 


Leu 


265 










270 






Lys 


Lys 


Lys 


Lys 


Lys 
285 


Lys 


Lys 


Lys 



<210> 51 
<211> 286 
<212> PRT 
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SEQUENCE LISTING. ST2 5 

<213> Homo sapiens 



<220> 

<221> MISC^FEATURE 

<222> (1) . . (286) 

<223> Xaa=Any amino acid 



<400> 51 



Gin 


Lys 


Asn 


Glu 


Ser 


Ser 


Lys 


Leu 


1 








5 








Ser 


Trp 


Leu 


Pro 


Ser 


Leu 


Gin 


Cys 








20 








Asn 


He 


Val 


Ser 


Asp 


Ser 


Ala 


Tyr 






35 










40 


Glu 


Arg 


Ala 


Leu 


He 


Lys 


Tyr 


He 




50 










55 




Phe 


Asn 


Leu 


Leu 


Gin 


Gin 


Asn 


Val 


65 










70 






He 


Thr 


His 


He 


Arg 


Ala 


His 


Thr 










85 








Ala 


Asn 


Glu 


Gin 


Ala 


Asp 


Leu 


Leu 








100 










Gin 


Glu 


Leu 


His 


Ala 


Leu 


Thr 


His 






115 










120 


Lys 


Phe 


Asp 


He 


Thr 


Trp 


Lys 


Gin 




130 










135 




Thr 


Gin 


Cys 


Gin 


He 


Leu 


His 


Leu 


145 










150 






Pro 


Arg 


Gly 


Leu 


Cys 


Pro 


Asn 


Val 










165 








Val 


Pro 


Ser 


Phe 


Gly 


Lys 


Leu 


Ser 








180 










Tyr 


Ser 


His 


Phe 


He 


Trp 


Ala 


Thr 






195 










200 


His 


Val 


Lys 


Arg 


His 


Leu 


Leu 


Ser 




210 










215 




Glu 


Lys 


Val 


Lys 


Thr 


Asp 


Asn 


Gly 


225 










230 






Gin 


Lys 


Phe 


Leu 


Asn 


Gin 


Trp 


Lys 










245 








Tyr 


Asn 


Ser 


Gin 


Gly 


Gin 


Ala 


He 








260 










Lys 


Ala 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 






275 










280 



Ser 


He 


Thr 


Xaa 


Leu 


Lys 


Glu 


Gin 




10 










15 




Xaa 


Gin Asp 


Phe 


Asn 


Gin 


Ser 


He 


25 










30 






Val 


Val 


Gin 


Ala 


Thr 


Lys 


Asp 


He 










45 








Met 


Asp Asp 


Gin 


Leu 


Asn 


Pro 


Leu 








60 










Arg 


Lys 


Arg Asn 


Phe 


Pro 


Phe 


Tvr 






75 










80 


Asn 


Leu 


Pro 


Gly Pro 


Leu 


Thr 


Lys 




90 










95 




Val 


Ser 


Ser 


Ala 


Phe 


Met 


Glu 


Ala 


105 










110 






Val 


Asn 


Ala 


He Gly 


Leu 


LVS 


Asn 










125 








Thr 


Lys 


Asn 


He 


Val 


Gin 


His 


Cys 








140 








Ala 


Thr 


Gin 


Glu 


Ala 


Arg 


Val 


Asn 






155 










160 


Leu 


Trp 


Gin 


Met 


Asp 


Val 


Met 


His 




170 










175 




Phe 


Val 


His 


Val 


Thr 


Val 


Asp 


Thr 


185 










190 




Cys 


Gin Thr Gly Glu 


Ser 


Thr 


Ser 










205 








Cys 


Phe 


Pro 


Val 


Met 


Gly 


Val 


Pro 








220 










Pro 


Gly Tyr Cys 


Ser 


Lys 


Ala 


Val 






235 










240 


He 


Thr 


His 


Thr 


He 


Gly 


He 


Leu 




250 










255 




He 


Glu 


Arg 


Thr 


Asn 


Arg 


Thr 


Leu 


265 










270 






Glu 


Lys 


Lys 


Lys 


Lys 


Lys 







285 



<210> 52 

<211> 287 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(287) 

<223> Xaa=Any amino acid 

<400> 52 

Gin Lys Asn Glu Ser Ser Lys Leu Ser He Thr Arg Leu Lys Glu Gin 

15 10 15 

Ser Trp Leu Pro Ser Leu Gin Cys Xaa Gin Asp Phe Asn Gin Ser He 

20 25 30 

Asn He Val Ser Asp Ser Ala Tyr Val Val Gin Ala Thr Lys Asp He 
35 40 45 

Page 27 



SEQUENCE LISTING. ST25 



Glu 


Arg 

50 


Ala 


Leu 


He 


Lys 


Tyr 
55 


He 


Met 


Asp 


Asp 


Gin 
60 


Leu 


Asn 


Pro 


Leu 


Phe 


Asn 


Leu 


Leu 


Gin 


Gin 


Asn 


Val 


Arg 


Lys 


Arg 


Asn 


Phe 


Pro 


Phe 


Tyr 


65 










70 










75 










80 


He 


Thr 


His 


He 


Arg 


Ala 


His 


Thr 


Asn 


Leu 


Pro 


Gly 


Pro 


Leu 


Thr 


Lys 










85 










90 








95 


Ala 


Asn 


Glu 


Gin 
100 


Ala 


Asp 


Leu 


Leu 


Val 
105 


Ser 


Ser 


Ala 


Phe 


Met 
110 


Glu 


Ala 


Gin 


Glu 


Leu 


His 


Ala 


Leu 


Thr 


His 


Val 


Asn 


Ala 


He 


Gly 


Leu 


Lys 


Asn 






115 










120 










125 






Lys 


Phe 


Asp 


He 


Thr 


Trp 


Lys 


Gin 


Thr 


Lys 


Asn 


He 


Val 


Gin 


His 


Cys 




130 










135 










140 








Ala 


Gin 


Cys 


Gin 


He 


Leu 


His 


Leu 


Ala 


Thr 


Gin 


Glu 


Val 


Arg 


Val 


Asn 


145 










150 










155 








160 


Pro 


Arg 


Gly 


Leu 


Cys 


Pro 


Asn 


Val 


Leu 


Trp 


Gin 


Met 


Asp 


Val 


Met 


His 










165 










170 








175 




Val 


Pro 


Ser 


Phe 


Gly 


Lys 


Leu 


Ser 


Phe 


Val 


His 


Val 


Thr 


Val 


Asp 


Thr 








180 










185 










190 




Tyr 


Ser 


His 


Phe 


He 


Trp 


Ala 


Thr 


Cys 


Gin 


Thr 


Gly 


Glu 


Ser 


Thr 


Ser 






195 










200 








205 








His 


Val 


Lys 


Arg 


His 


Leu 


Leu 


Ser 


Cys 


Phe 


Pro 


Val 


Met 


Gly 


Val 


Pro 




210 










215 










220 








Glu 


Lys 


Val 


Lys 


Thr 


Asp 


Asn 


Gly 


Pro 


Gly 


Tyr 


Cys 


Ser 


Lys 


Ala 


Val 


225 










230 










235 








240 


Gin 


Lys 


Phe 


Leu 


Asn 


Gin 


Trp 


Lys 


He 


Thr 


His 


Thr 


He 


Gly 


He 


Leu 










245 










250 








255 




Tyr 


Asn 


Ser 


Gin 
260 


Gly 


Gin 


Ala 


He 


He 
265 


Glu 


Arg 


Thr 


Asn 


Arg 
270 


Thr 


Leu 


Lys 


Ala 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 





275 280 285 



<210> 53 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> {1)..(288) 

<223> Xaa=Any amino acid 



<400> 53 



Gin 


Lys 


Asn 


Glu 


1 








Ser 


Trp 


Leu 


Pro 








20 


Asn 


He 


Val 


Ser 






35 




Glu 


Arg 


Ala 


Leu 




50 






Phe 


Asn 


Leu 


Leu 


65 








He 


Thr 


His 


He 


Ala 


Asn 


Glu 


Gin 








100 


Gin 


Glu 


Leu 


His 






115 




Lys 


Phe 


Asp 


He 




130 






Thr 


Gin 


Cys 


Gin 



145 



Ser 


Ser 


Lys 


Leu 


5 








Ser 


Leu 


Gin 


Cys 


Asp 


Ser 


Ala 


Tyr 








40 


He 


Lys 


Tyr 


He 






55 




Gin 


Gin 


Asn 


Val 




70 






Arg 


Ala 


His 


Thr 


85 








Ala 


Asp 


Leu 


Leu 


Ala 


Leu 


Thr 


His 








120 


Thr 


Trp 


Lys 


Gin 






135 




He 


Leu 


His 


Leu 



150 



Ser 


He 


Thr 


Xaa 




10 






Xaa 


Gin 


Asp 


Phe 


25 








Val 


Val 


Gin 


Ala 


Met 


Asp 


Asp 


Gin 








60 


Arg 


Lys 


Xaa 


Asn 






75 




Asn 


Leu 


Pro 


Gly 




90 






Val 


Ser 


Ser 


Ala 


105 








Val 


Asn 


Ala 


He 


Thr 


Lys 


Asn 


He 








140 


Ala 


Thr 


Gin 


Glu 



155 
Page 28 



Leu 


Lys 


Glu 


Gin 






15 




Asn 


Gin 


Ser 


He 




30 






Thr 


Lys 


Asp 


He 


45 








Leu 


Asn 


Pro 


Leu 


Phe 


Pro 


Phe 


Tyr 








80 


Pro 


Leu 


Thr 


Lys 






95 




Phe 


Met 


Glu 


Ala 




110 






Gly 


Leu 


Lys 


Asn 


125 








Val 


Gin 


His 


Cys 


Ala 


Arg 


Val 


Asn 








160 



SEQUENCE LISTING. ST2 5 



Pro 


Arg 


Gly 


Leu 


Cys 
165 


Pro 


Asn 


Val 


Leu 


Trp 
170 


Gin 


Met 


Asp 


Val 


Met 
175 


His 


Val 


Pro 


Ser 


Phe 


Gly 


Lys 


Leu 


Ser 


Phe 


Val 


His 


Val 


Thr 


Val 


Asp 


Thr 








180 










185 










190 




Tyr 


Ser 


His 
195 


Phe 


He 


Trp 


Ala 


Thr 
200 


Cys 


Gin 


Thr 


Gly 


Glu 
205 


Ser 


Thr 


Ser 


His 


Val 


Lys 


Arg 


His 


Leu 


Leu 


Phe 


Cys 


Phe 


Pro 


Val 


Met 


Gly 


Val 


Pro 




210 










215 










220 








Glu 


Lys 


Val 


Lys 


Thr 


Asp 


Asn 


Gly 


Pro 


Gly 


Tyr 


Cys 


Ser 


Lys 


Ala 


Val 


225 










230 










235 








240 


Gin 


Glu 


Phe 


Leu 


Asn 


Gin 


Trp 


Lys 


He 


Thr 


His 


Thr 


He 


Gly 


He 


Leu 










245 










250 








255 




Tyr 


Asn 


Ser 


Gin 
260 


Gly 


Gin 


Ala 


He 


He 
265 


Glu 


Arg 


Thr 


Asn 


Arg 
270 


Thr 


Leu 


Lys 


Ala 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 






275 










280 










285 





<210> 54 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(234) 

<223> Xaa=Any amino acid 



<400> 54 



Gin 
1 


Lys 


Asn 


Glu 


Ser 
5 


Ser 


Lys 


Leu 


Ser 


Trp 


Leu 


Pro 


Ser 


Leu 


Gin 


Cys 








20 










Asn 


He 


Val 


Ser Asp 


Ser 


Ala 


Tyr 






35 










40 


Glu Arg Ala Leu 


He 


Lys 


Tyr 


He 




50 










55 




Phe 


Asn 


Leu 


Leu 


Gin 


Gin 


Asn 


Val 


65 










70 






He 


Thr 


His 


He 


Arg 


Ala 


His 


Thr 










85 








Ala 


Asn 


Glu 


Gin 


Ala 


Asp 


Leu 


Leu 








100 










Gin 


Glu 


Leu 


His 


Ala 


Leu 


Thr 


His 






115 










120 


Lys 


Phe 


Asp 


He 


Thr 


Trp 


Lys 


Gin 




130 










135 




Thr 


Gin 


Cys 


Gin 


He 


Leu 


His 


Leu 


145 










150 






Pro 


Arg Gly Leu 


Cys 


Pro 


Asn 


Val 










165 








Val 


Pro 


Ser 


Phe Gly 


Lys 


Leu 


Ser 








180 










Tyr 


Ser 


His 


Phe 


He 


Tip 


Ala 


Thr 






195 










200 


His 


Val 


Lys 


Arg 


His 


Leu 


Leu 


Ser 




210 










215 




Glu 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


225 










230 







Ser 


He 


Thr 


Xaa 


Leu 


Lys 


Glu 


Gin 




10 










15 




Xaa 


Gin 


Asp 


Phe 


Asn 


Gin 


Ser 


He 


25 










30 






Val 


Val 


Gin 


Ala 


Thr 


Lys 


Asp 


He 










45 






Met 


Asp 


Asp 


Gin 


Leu 


Asn 


Pro 


Leu 








60 










Arg 


Lys 


Arg 


Asn 


Phe 


Pro 


Phe 


Tyr 






75 










80 


Asn 


Leu 


Pro 


Gly 


Pro 


Leu 


Thr 


Lys 




90 










95 




Val 


Ser 


Ser 


Ala 


Phe 


Met 


Glu 


Ala 


105 










110 






Val 


Asn 


Ala 


He 


Gly 


Leu 


Lys 


Asn 










125 








Thr 


Lys 


Asn 


He 


Val 


Gin 


His 


Cys 








140 










Ala 


Thr 


Gin 


Glu 


Ala 


Arg 


Val 


Asn 






155 










160 


Leu 


Trp 


Gin 


Met 


Asp 


Val 


Met 


His 




170 










175 




Phe 


Val 


His 


Val 


Thr 


Val 


Asp 


Thr 


185 










190 




Cys 


Gin 


Thr 


Gly 


Glu 


Ser 


Thr 


Ser 










205 








Cys 


Phe 


Pro 


Val 


Met 


Gly 


Val 


Pro 



220 



Lys Lys 



<210> 55 
<211> 293 
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<212> PRT 

<213> Homo sapiens 



SEQUENCE LISTING. ST2 5 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (293) 

<223> Xaa=Any amino acid 



<400> 55 



Gin 


Lys 


Asn 


Glu 


Ser 


Ser 


Lys 


Leu 


1 








5 








Ser 


Trp 


Leu 


Pro 


Ser 


Leu 


Gin 


Cys 








20 










Asn 


He 


Val 


Ser 


Asp 


Ser 


Ala 


Tyr 






35 










40 


Glu 


Arg 


Ala 


Leu 


He 


Lys 


Tyr 


He 




50 










55 




Phe 


Asn 


Leu 


Leu 


Gin 


Gin 


Asn 


Val 


65 










70 






He 


Thr 


His 


He 


Arg 


Ala 


His 


Thr 










85 








Ala 


Asn 


Glu 


Gin 


Ala 


Asp 


Leu 


Leu 








100 










Gin 


Glu 


Leu 


His 


Ala 


Leu 


Thr 


His 






115 










120 


Lys 


Phe 


Asp 


He 


Thr 


Trp 


Lys 


Gin 




130 










135 




Thr 


Gin 


Cys 


Gin 


He 


Leu 


His 


Leu 


145 










150 






Pro 


Arg 


Gly 


Leu 


Cys 


Pro 


Asn 


Val 










165 








Val 


Pro 


Ser 


Phe 


Gly 


Lys 


Leu 


Ser 








180 










Tyr 


Ser 


His 


Phe 


He 


Trp 


Ala 


Thr 






195 










200 


His 


Val 


Lys 


Arg 


His 


Leu 


Leu 


Ser 




210 










215 




Glu 


Lys 


Val 


Lys 


Thr 


Asp 


Asn 


Gly 


225 










230 






Gin 


Lys 


Phe 


Leu 


Asn 


Gin 


Trp 


Lys 










245 








Tyr 


Asn 


Ser 


Gin 


Gly 


Gin 


Ala 


He 








260 










Lys 


Ala 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 






275 










280 


Cys 


Arg 


Pro 


Pro 


Arg 









290 



Ser 


He 


Thr 


Xaa 


Leu 


Lys 


Glu 


Gin 




10 










15 




Xaa 


Gin 


Asp 


Phe 


Asn 


Gin 


Ser 


He 


25 










30 






Val 


Val 


Gin 


Ala 


Thr 


Lys 


Asp 


He 










45 








Met 


Asp 


Asp 


Gin 


Leu 


Asn 


Pro 


Leu 








60 










Arg 


Lys 


Arg Asn 


Phe 


Pro 


Phe 


Tvr 






75 










80 


Asn 


Leu 


Pro Gly Pro 


Leu 


Thr 


Lvs 




90 










95 




Val 


Ser 


Ser 


Ala 


Phe 


He 


Glu 


Ala 


105 










110 






Val 


Asn 


Ala 


He Gly 


Leu 


Lvs 


Asn 










125 








Thr 


Lys 


Asn 


He 


Val 


Gin 


His 


Cys 








140 










Ala 


Thr 


Gin 


Glu 


Ala 


Arg 


Val 


Asn 






155 










160 


Leu 


Trp 


Gin 


Met 


Asp 


Val 


Met 


His 




170 










175 




Phe 


Val 


His 


Val 


Thr 


Val 


Asp 


Thr 


185 










190 






Cys 


Gin Thr Gly Glu 


Ser 


Thr 


Ser 










205 








Cys 


Phe 


Pro 


Val 


Met 


Gly 


Val 


Pro 








220 










Pro 


Gly Tyr Cys 


Ser 


Lys 


Ala 


Val 






235 










240 


He 


Thr 


His 


Thr 


He 


Gly 


He 


Leu 




250 










255 




He 


Glu 


Arg 


Thr 


Asn 


Arg 


Thr 


Leu 


265 










270 






Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Thr 



285 



<210> 56 

<211> 375 

<212> PRT 

<213> Homo sapiens 



<400> 56 



Glu Glu Thr 


Gin 


Val 


Gly 


Ala 


Pro 


1 




5 






Pro Phe Thr 


Met 


Lys 


Met 


Leu 


Lys 




20 








Tyr Gly Ser 


Asn 


Ser 


Pro 


Tyr 


He 


35 










40 


His Gly Asn 


Arg Leu 


Thr 


Pro 


Tyr 


50 








55 





Ala 


Arg Ala Glu Thr 


Arg 


Cys 


Glu 




10 




15 




Asp 


He Lys Glu Gly 


Val 


Lys 


Gin 


25 




30 






Arg 


Thr Leu Leu Asp 


Ser 


He 


Ala 




45 








Asp 


Trp Glu He Leu 


Ala 


Lys 


Ser 



60 
Page 30 



Ser 


Leu 


Ser 


Ser 


Ser 


Gin 


Tyr 


Leu 


65 










70 




Gly Val 


Gin 


Glu 


Gin 


Val 


Arg 


Lvs 










85 






Asn 


He 


Asp 


Ala 


Asp 


Gin 


Leu 


Leu 








100 










He 


Asn 


Gin 


Gin 


Ser 


Val 


Met 


Gin 






115 










120 


Ala 


He 


Cys 


Leu 


Arg Ala Trp 


Gly 




130 










135 




Phe 


Pro 


He 


Asn 


Ser 


He 


Arg 


Gin 


145 










150 




Phe 


Val 


Ala 


Arg 


Leu Gin Asp 


Ala 










165 








Asn 


Ala 


Arg 


Lys 


Val 


He 


Val 


Glu 








180 










Pro 


Glu 


Cys 


Gin 


Ser 


Ala 


He 


Lys 






195 










200 


Gly Val 


Asp Val 


He 


Thr 


Glu 


Tyr 




210 










215 




Gly Ala 


Met 


His 


Lys 


Ala 


Met 


Leu 


225 










230 






Thr 


Leu 


Gly Gly 


Gin 


Val 


Arg 


Thr 










245 








Gly Gin 


He Gly 


His 


Arg 


Lys 


Arg 








260 










Asn 


He 


He 


Asn 


Gin 


Ala 


He 


Thr 






275 










280 


Leu 


Cys 


Pro 


Lys 


Cys Gly Lys 


Ala 




290 










295 




Ser 


Lys 


Phe Asp 


Lys 


Asp Gly 


Gin 


305 










31.0 






Gly Gin 


Pro 


Gin 


Ala 


Pro 


Gin 


Gin 










325 








Phe 


Val 


Pro 


Gin 


Gly Phe Gin 


Gly 








340 








Pro 


Leu 


Gin Gly 


Val 


Ser 


Gin 


Leu 






355 










360 


Pro 


Gin 


Gin 


Ala 


Ala 


Pro 


Gin 






370 










375 





<210> 57 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 57 



Glu 


Glu 


Thr 


Gin 


Val 


Gly Ala 


Pro 


1 








5 








Pro 


Phe 


Thr 


Met 


Lys 


Met 


Leu 


Lys 








20 








Tyr 


Gly 


Ser 


Asn 


Ser 


Pro 


Tyr 


He 






35 










40 


His 


Gly 


Asn 


Arg 


Leu 


Thr 


Pro 


Tyr 




50 










55 




Ser 


Leu 


Ser 


Ser 


Ser 


Gin 


Tyr 


Leu 


65 










70 






Gly 


Val 


Gin 


Glu 


Gin 


Val 


Arg 


Lys 










85 








Asn 


He 


Asp Ala 


Asp 


Gin 


Leu 


Leu 








100 










He 


Asn 


Gin 


Gin 


Ser 


Val 


Met 


Gin 



SEQUENCE LISTING. ST25 



Gin 


Phe 


Lys 


Thr 


TrD 

X J. ^ 


Trr> 


He 


Asp 






75 












Asn 


Gin 


Ala 


Thr 


Lvs 


Pro 


Thr 


Val 




90 










95 




Gly 


Thr 


Gly 


Pro 


Asn 


Trn 


Ser 


Thr 


105 










110 






Asn 


Glu 


Ala 


He 


Glu 


Gin 


Val 


Arg 










125 






Lys 


He 


Gin 


Asp 


Pro 


Gly 


Thr 


Ala 








140 










Gly 


Ser 


Lys 


Glu 


Pro 


Tvr 


Pro 


ASD 






155 










160 


Ala 


Gin 


Lvs 


Ser 


He 


Thr 


Asp 


Asp 




170 










175 




Leu 


Met 


Ala 


Tyr 


Glu 


Asn 


Ala 


Asn 


185 










190 






Pro 


Leu 


Lvs 


Glv 


Lys 


Val 


Pro 


Ala 










205 








Val 


Lys 


Ala 


Cys 


Asp 


Gly 


He 


Glv 








220 










Met 


Ala 


Gin 


Ala 


Met 


Arg 


Glv 


Leu 






235 










240 


Phe 


Gly 


Lys 


Lys 


Cys 


Tyr 


Asn 


Cvs 




250 










255 




Ser 


Cys 


Pro 


Glv 


Leu 


Asn 


Lys 


Gin 


265 










270 






Ala 


Lys 


Asn 


Lys 


Lys 


Pro 














285 








Lys 


His 


Tm 


Ala 


Asn 


Gin 












300 










Pro 


Leu 


Ser 


Gly 


Asn 


Arg 


Lys 


Arg 






315 










320 


Thr 


Gly 


Ala 


Phe 


Pro 


Val 


Lys 


Leu 




330 










335 




Gin 


Gin 


Pro 


Leu 


Gin 


Lys 


He 


Pro 


345 










350 






Gin 


Gin 


Ser 


Asn 


Ser 


Cys 


Pro 


Ala 










365 








Ala 


Arg 


Ala 


Glu 


Thr 


Arcr 


Cys 


Glu 




10 










15 




Asp 


He 


Lvs 


Glu 


Gly 


Val 


Lys 


Gin 


25 










30 






Arg 


Thr 


Val 


Leu 


Asp 


Ser 


He 


Ala 










45 








Asp 


Trp 


Glu 


He 


Leu 


Ala 


Lys 


Ser 








60 










Gin 


Phe 


Lys 


Thr 


Trp 


Trp 


He 


Asp 






75 










80 


Asn 


Gin 


Ala 


Thr 


Lys 


Pro 


Thr 


Val 




90 










95 




Gly 


Thr 


Gly 


Pro 


Asn 


Trp 


Ser 


Thr 


105 










110 






Asn 


Glu 


Ala 


He 


Glu 


Gin 


Val 


Arg 
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115 120 



Ala 


He 


Cys 


Leu 


Arg 


Ala 


Trp 


Gly 

^ J: 




130 










135 


Phe 


Pro 


He 


Asn 


Ser 


He 


Arg 


Gin 


145 










150 




Phe 


Val 


Ala 


Arg 


Leu 


Gin 


Asp 


Ala 










165 






Asn 


Ala 


Arg 


Lys 


Val 


He 


Val 


Glu 








180 










Pro 


Glu 


Cys 


Gin 


Ser 


Ala 


He 


Lys 






195 










200 


Gly Val 


Asp 


Val 


He 


Thr 


Glu 


Tyr 




210 










215 




Gly Ala 


Met 


His 


Lys 


Ala 


Met 


Leu 


225 










230 






Thr 


Leu 


Gly 


Gly 


Gin 


Val 


Arg 


Thr 










245 








Gly Gin 


He 


Gly 


His 


Leu 


Lys 


Arg 








260 










Asn 


He 


He 


Asn 


Gin 


Ala 


He 


Thr 






275 










280 


<210> 58 












<211> 268 












<212> PRT 












<213> Homo 


sapiens 








<400> 58 












Gin 


Asp 


Phe 


Asn 


Gin 


Ser 


He 


Asn 


1 








5 








Val 


Gin 


Ala 


Thr 


Lys 


Asp 


He 


Glu 








20 










Asp 


Asp 


Gin 


Leu 


Asn 


Pro 


Leu 


Phe 






35 










40 


Lys 


Arg 


Asn 


Phe 


Pro 


Phe 


Tyr 


He 




50 










55 




Leu 


Pro 


Gly 


Pro 


Leu 


Thr 


Lys 


Ala 


65 










70 




Ser 


Ser 


Ala 


Phe 


Met 


Glu 


Ala 


Gin 










85 








Asn 


Ala 


He 


Gly 


Leu 


Lys 


Asn 


Lys 








100 










Lys 


Asn 


He 


Val 


Gin 


His 


Cys 


Thr 






115 










120 


Thr 


Gin 


Glu 


Ala 


Arg 


Val 


Asn 


Pro 




130 










135 




Trp 


Gin 


Met 


Asp 


Val 


Met 


His 


Val 


145 










150 






Val 


His 


Val 


Thr 


Val 


Asp 


Thr 


Tyr 










165 








Gin 


Thr 


Gly 


Glu 


Ser 


Thr 


Ser 


His 








180 










Phe 


Pro 


Val 


Met 


Gly 


Val 


Pro 


Glu 






195 










200 


Gly 


Tyr 


Cys 


Ser 


Lys 


Ala 


Val 


Gin 




210 










215 




Thr 


His 


Thr 


He 


Gly 


He 


Leu 


Tyr 


225 










230 




Glu 


Arg 


Thr 


Asn 


Arg 


Thr 


Leu 


Lys 










245 






Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Thr 


Cys 








260 











SEQUENCE LISTING. ST2 5 
125 



Lvs 


He 


Gin 


Asp 


Pro 


Glv 


Thr 


Ala 








140 










Gly 


Ser 


Lvs 


Glu 


Pro 


Tvr 


Pro 


Asp 






155 










160 


Ala 


Gin 


Lys 


Ser 


He 


Thr 


Asp 


Asp 




170 










175 


Leu 


Met 


Ala 


Tyr 


Glu 


Asn 


Ala 


Asn 


185 










190 






Pro 


Leu 


Lvs 


Gly 


Lvs 


Val 


Pro 


Ala 










205 








Val 


Lys 


Ala 


Cys 


Asp 


Gly 


He 


Gly 








220 










Met 


Ala 


Gin 


Ala 


Met 


Arg 


Gly 


Leu 






235 










240 


Phe 


Glv 


Lys 


Lys 


Cys 


Tvr 


Asn 


Cys 




250 










255 




Ser 


Cys 


Pro 


Gly 


Leu 


Asn 


Lys 


Gin 


265 










270 






Glu 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 










285 








He 


Val 


Ser 


Asp 


Ser 


Ala 


Tvr 

J. 4. 


Val 




10 










15 




Arg 


Ala 


Leu 


He 


Lys 


Tvr 


He 


Met 


25 










30 






Asn 


Leu 


Leu 


Gin 


Gin 


Asn 


Val 


Arg 










45 






Thr 


His 


He 


Arg 


Ala 


His 


Thr 


Asn 








60 










Asn 


Glu 


Gin 


Ala 


Asp 


Leu 


Leu 


Val 






75 










80 


Glu 


Leu 


His 


Ala 


Leu 


Thr 


His 


Val 




90 










95 




Phe 


ASO 


He 


Thr 


Tro 


Lys 


Gin 


Thr 


105 










110 






Gin 


Cvs 


Gin 


He 


Leu 


His 


Leu 


Ala 










125 








Arg 


Gly 


Leu 


Cys 


Pro 


Asn 


Val 


Leu 








140 










Pro 


Ser 


Phe 


Glv 


Lys 


Leu 


Ser 


Phe 






155 










160 


Ser 


His 


Phe 


He 


Tro 


Ala 


Thr 


Cys 




170 










175 




Val 


Lvs 


Ara 


His 


Leu 


Leu 


Ser 


Cys 


185 










190 






Lys 


Val 


Lvs 


Thr 


Asp 


Asn 


Glv 


Pro 










205 








Lys 


Phe 


Leu 


Asn 


Gin 


Trp 


Lys 


He 








220 










Asn 


Ser 


Gin 


Gly 


Gin 


Ala 


He 


He 






235 










240 


Ala 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 


Lys 




250 










255 




Arg 


Pro 


Pro 


Arg 










265 
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SEQUENCE LISTING. ST25 



<210> 59 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 59 

taggcctttg aggga 15 

<210> 60 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 60 

cattagaaaa aggacattg 19 

<210> 61 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 61 

ttggaattct gtttgta 17 

<210> 62 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 62 

taactgagcc attaat 16 

<210> 63 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 63 

agccatggtc ccctttaatt a 21 

<210> 64 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 64 

ttttaccaca ccagcct 17 

<210> 65 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 65 

ttgtcagctc aagct 15 
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SEQUENCE LISTING. ST2 5 



<210> 66 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 66 

tacatcgttc actat 15 



<210> 67 

<211> 15 

<212> DNA 

<213> Homo sapiens 



<210> 68 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 68 

agaagtccca attgagg 17 

<210> 69 

<211> 15 

<212> DNA 

<213> Homo sapiens 



<210> 70 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 70 

acaatcgtta ccaca 15 

<210> 71 

<211> 15 

<212> DNA 

<213> Homo sapiens 



<400> 67 
ttaaaagcat taaat 



15 



<400> 69 
ggtcttgccg atttt 



15 



<400> 71 
aaaagaatga gtcat 



15 



<210> 72 
<211> 15 
<212> DNA 



<213> Homo sapiens 



<400> 72 
cagtatcact tgact 
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15 



SEQUENCE LISTING. ST25 



<210> 73 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 73 

ttttaatcag tctattaaca ttg 23 

<210> 74 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 74 

aaaggatatt gagaga 16 

<210> 75 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 75 

cctaatcaaa tacatt 16 

<210> 76 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 76 

cgctgtttaa tttgt 15 

<210> 77 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 77 

tgcattcatg gaagca 16 

<210> 78 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 78 

actcaggagg caaga 15 

<210> 79 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 79 

ttaagagaca tttatt 16 
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SEQUENCE LISTING. ST2 5 



<210> 80 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 80 

taaagcagtt caaaaa 16 

<210> 81 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 81 

aataggaatt ctcta 15 

<210> 82 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 82 

aaagctcaat tggtta 16 

<210> 83 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 83 

taggaggaca agttagaaca tttgg 25 

<210> 84 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 84 

aaaatgttat aattgtggtc aaat 24 

<210> 85 

<211> 1998 

<212> DNA 

<213> Homo sapiens 

<400> 85 

atggggcaaa ctaaaagtaa aattaaaagt aaatatgcct cttatctcag ctttattaaa 60 

attcttttaa aaagaggggg agttaaagta tctacaaaaa atctaatcaa gctatttcaa 120 

ataatagaac aattttgccc atggtttcca gaacaaggaa ctttagatct aaaagattgg 180 

aaaagaattg gtaaggaact aaaacaagca ggtaggaagg gtaatatcat tccacttaca 240 

gtatggaatg attgggccat tattaaagca gctttagaac catttcaaac agaagaagat 300 

agcgtttcag tttctgatgc ccctggaagc tgtataatag attgtaatga aaacacaagg 3 60 

aaaaaatccc agaaagaaac ggaaggttta cattgcgaat atgtagcaga gccggtaatg 420 

gctcagtcaa cgcaaaatgt tgactataat caattacagg aggtgatata tcctgaaacg 480 

ttaaaattag aaggaaaagg tccagaatta gtggggccat cagagtctaa accacgaggc 540 

acaagtcctc ttccagcagg tcaggtgcct gtaacattac aacctcaaaa gcaggttaaa 600 
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SEQUENCE LISTING. ST2 5 

gaaaataaga cccaaccgcc agtagcctat caatactggc ctccggctga acttcagtat 660 

cggccacccc cagaaagtca gtatggatat ccaggaatgc ccccagcacc acagggcagg 720 

gcgccatacc ctcagccgcc cactaggaga cttaatccta cggcaccacc tagtagacag 7 80 

ggtagtaaat tacatgaaat tattgataaa tcaagaaagg aaggagatac tgaggcatgg 840 

caattcccag taacgttaga accgatgcca cctggagaag gagcccaaga gggagagcct 900 

cccacagttg aggccagata caagtctttt tcgataaaaa agctaaaaga tatgaaagag 960 

ggagtaaaac agtatggacc caactcccct tatatgagga cattattaga ttccattgct 1020 

catggacata gactcattcc ttatgattgg gagattctgg caaaatcgtc tctctcaccc 1080 

tctcaatttt tacaatttaa gacttggtgg attgatgggg tacaagaaca ggtccgaaga 1140 

aatagggctg ccaatcctcc agttaacata gatgcagatc aactattagg aataggtcaa 1200 

aattggagta ctattagtca acaagcatta atgcaaaatg aggccattga gcaagttaga 1260 

gctatctgcc ttagagcctg ggaaaaaatc caagacccag gaagtacctg cccctcattt 1320 

aatacagtaa gacaaggttc aaaagagccc tatcctgatt ttgtggcaag gctccaagat 1380 

gttgctcaaa agtcaattgc tgatgaaaaa gcccgtaagg tcatagtgga gttgatggca 1440 

tatgaaaacg ccaatcctga gtgtcaatca gccattaagc cattaaaagg aaaggttcct 1500 

gcaggatcag atgtaatctc agaatatgta aaagcctgtg atggaatcgg aggagctatg 1560 

cataaagcta tgcttatggc tcaagcaata acaggagttg ttttaggagg acaagttaga 162 0 

acatttggaa gaaaatgtta taattgtggt caaattggtc acttaaaaaa gaattgccca 1680 

gtcttaaata aacagaatat aactattcaa gcaactacaa caggtagaga gccacctgac 1740 

ttatgtccaa gatgtaaaaa aggaaaacat tgggctagtc aatgtcgttc taaatttgat 1800 

aaaaatgggc aaccattgtc gggaaacgag caaaggggcc agcctcaggc cccacaacaa 1860 

actggggcat tcccaattca gccatttgtt cctcagggtt ttcagggaca acaaccccca 1920 

ctgtcccaag tgtttcaggg aataagccag ttaccacaat acaacaattg tcccccgcca 1980 

caagcggcag tgcagcag 1998 



<210> 86 

<211> 1000 

<212> DNA 

<213> Homo sapiens 

<400> 86 

atgggcaacc attgtcggga aacgagcaaa ggggccagcc tcaggcccca caacaaactg 60 

gggcattccc aattcagcca tttgttcctc agggttttca gggacaacaa cccccactgt 120 

cccaagtgtt tcagggaata agccagttac cacaatacaa caattgtccc ccgccacaag 180 

cggcagtgca gcagtagatt tatgtactat acaagcagtc tctctgcttc caggggagcc 240 

cccacaaaaa acccccacag gggtatatgg acccctgcct aaggggactg taggactaat 300 

cttgggacga tcaagtctaa atctaaaagg agttcaaatt catactagtg tggttgattc 360 

agactataaa ggcgaaattc aattggttat tagctcttca attccttgga gtgccagtcc 420 

aagagacagg attgctcaat tattactcct gccatacatt aagggtggaa atagtgaaat 480 

aaaaagaata ggagggcttg gaagcactga tccaacagga aaggctgcat attgggcaag 540 

tcaggtctca gagaacagac ctgtgtgtaa ggccattatt caaggaaaac agtttgaagg 600 

gttggtagac actggagcag atgtctctat cattgcttta aatcagtggc caaaaaattg 660 

gcctaaacaa aaggctgtta caggacttgt cggcataggc acagcctcag aagtgtatca 720 

aagtacggag attttacatt gcttagggcc agataatcaa gaaagtactg ttcagccaat 7 80 

gattacttca attcctctta atctgtgggg tcgagattta ttacaacaat ggggtgcgga 840 

aatcaccatg cccgctccat catatagccc cacgagtcaa aaaatcatga ccaagatggg 900 

atatatacca ggaaagggac tagggaaaaa tgaagatggc attaaaattc cagttgaggc 960 

taaaataaat caagaaagag aaggaatagg gaatccttgc 1000 



<210> 87 

<211> 2896 

<212> DNA 

<213> Homo sapiens 

<400> 87 

atggcattaa aattccagtt gaggctaaaa taaatcaaga aagagaagga atagggaatc 60 

cttgctaggg gcggccactg tagagcctcc taaacccata ccattaactt ggaaaacaga 120 

aaaaccagtg tgggtaaatc agtggccgct accaaaacaa aaactggagg ctttacattt 180 

attagcaaat gaacagttag aaaagggtca tattgagcct tcgttctcac cttggaattc 240 

tcctgtgttt gtaattcaga agaaatcagg caaatggcgt atgttaactg acttaagggc 300 

tgtaaacgcc gtaattcaac ccatggggcc tctccaaccc gggttgccct ctccggccat 360 
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gatcccaaaa gattggcctt taattataat tgatctaaag gattgctttt ttaccatccc 420 

tctggcagag caggattgcg aaaaatttgc ctttactata ccagccataa ataataaaga 480 

accagccacc aggtttcagt ggaaagtgtt acctcaggga atgcttaata gtccaactat 540 

ttgtcagact tttgtaggtc gagctcttca accagttaga gaaaagtttt cagactgtta 600 

tattattcat tgtattgatg atattttatg tgctgcagaa acgaaagata aattaattga 660 

ctgttataca tttctgcaag cagaggttgc caatgctgga ctggcaatag catctgataa 720 

gatccaaacc tctactcctt ttcattattt agggatgcag atagaaaata gaaaaattaa 780 

gccacaaaaa atagaaataa gaaaagacac attaaaaaca ctaaatgatt ttcaaaaatt 840 

actaggagat attaattgga ttcggccaac tctaggcatt cctacttatg ccatgtcaaa 900 

tttgttctct atcttaagag gagactcaga cttaaatagt aaaagaatgt taaccccaga 960 

ggcaacaaaa gaaattaaat tagtggaaga aaaaattcag tcagcgcaaa taaatagaat 1020 

agatccctta gccccactcc aacttttgat ttttgccact gcacattctc caacaggcat 1080 

cattattcaa aatactgatc ttgtggagtg gtcattcctt cctcacagta cagttaagac 1140 

ttttacattg tacttggatc aaatagctac attaatcggt cagacaagat tacgaataat 1200 

aaaattatgt gggaatgacc cagacaaaat agttgtccct ttaaccaagg aacaagttag 1260 

acaagccttt atcaattctg gtgcatggaa gattggtctt gctaattttg tgggaattat 1320 

tgataatcat tacccaaaaa caaagatctt ccagttctta aaattgacta cttggattct 1380 

acctaaaatt accagacgtg aacctttaga aaatgctcta acagtattta ctgatggttc 1440 

cagcaatgga aaagcagctt acacaggacc gaaagaacga gtaatcaaaa ctccatatca 1500 

atcggctcaa agagcagagt tggttgcagt cattacagtg ttacaagatt ttgaccaacc 1560 

tatcaatatt atatcagatt ctgcatatgt agtacaggct acaagggatg ttgagacagc 1620 

tctaattaaa tatagcatgg atgatcagtt aaaccagcta ttcaatttat tacaacaaac 1680 

tgtaagaaaa agaaatttcc cattttatat tacacatatt cgagcacaca ctaatttacc 1740 

agggcctttg actaaagcaa atgaacaagc tgacttactg gtatcatctg cactcataaa 1800 

agcacaagaa cttcatgctt tgactcatgt aaatgcagca ggattaaaaa acaaatttga 1860 

tgtcacatgg aaacaggcaa aagatattgt acaacattgc acccagtgtc aagtcttaca 1920 

cctgcccact caagaggcag gagttaatcc cagaggtctg tgtcctaatg cattatggca 1980 

aatggatgtc acgcatgtac cttcatttgg aagattatca tatgttcacg taacagttga 2040 

tacttattca catttcatat gggcaacttg ccaaacagga gaaagtactt cccatgttaa 2100 

aaaacattta ttgtcttgtt ttgctgtaat gggagttcca gaaaaaatca aaactgacaa 2160 

tggaccagga tattgtagta aagctttcca aaaattctta agtcagtgga aaatttcaca 2220 

tacaacagga attccttata attcccaagg acaggccata gttgaaagaa ctaatagaac 2280 

actcaaaact caattagtta aacaaaaaga agggggagac agtaaggagt gtaccactcc 2340 

tcagatgcaa cttaatctag cactctatac tttaaatttt ttaaacattt atagaaatca 2400 

gactactact tctgcagaac aacatcttac tggtaaaaag aacagcccac atgaaggaaa 2460 

actaatttgg tggaaagata ataaaaataa gacatgggaa atagggaagg tgataacgtg 2520 

ggggagaggt tttgcttgtg tttcaccagg agaaaatcag cttcctgttt ggatacccac 2580 

tagacatttg aagttctaca atgaacccat cagagatgca aagaaaagca cctccgcgga 2640 

gacggagaca tcgcaatcga gcaccgttga ctcacaagat gaacaaaatg gtgacgtcag 2700 

aagaacagat gaagttgcca tccaccaaga aggcagagcc gccaacttgg gcacaactaa 2760 

agaagctgac gcagttagct acaaaatatc tagagaacac aaaggtgaca caaaccccag 2820 

agagtatgct gcttgcagcc ttgatgattg tatcaatggt ggtaagtctc cctatgcctg 2880 

caggagcagc tgcagc 2896 



<210> 88 

<211> 2000 

<212> DNA 

<213> Homo sapiens 

<400> 88 

atgaacccat cagagatgca aagaaaagca cctccgcgga gacggagaca tcgcaatcga 60 

gcaccgttga ctcacaagat gaacaaaatg gtgacgtcag aagaacagat gaagttgcca 120 

tccaccaaga aggcagagcc gccaacttgg gcacaactaa agaagctgac gcagttagct 180 

acaaaatatc tagagaacac aaaggtgaca caaaccccag agagtatgct gcttgcagcc 240 
ttgatgattg tatcaatggt ggtaagtctc cctatgcctg caggagcagc tgcagctaac , 300 

tatacctact gggcctatgt gcctttcccg cccttaattc gggcagtcac atggatggat 360 

aatcctacag aagtatatgt taatgatagt gtatgggtac ctggccccat agatgatcgc 420 

tgccctgcca aacctgagga agaagggatg atgataaata tttccattgg gtatcattat 480 

cctcctattt gcctagggag agcaccagga tgtttaatgc ctgcagtcca aaattggttg 540 

gtagaagtac ctactgtcag tcccatctgt agattcactt atcacatggt aagcgggatg 600 

tcactcaggc cacgggtaaa ttatttacaa gacttttctt atcaaagatc attaaaattt 660 

agacctaaag ggaaaccttg ccccaaggaa attcccaaag aatcaaaaaa tacagaagtt 720 
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ttagtttggg aagaatgtgt ggccaatagt gcggtgatat tacaaaacaa tgaattcgga 780 

actattatag attgggcacc tcgaggtcaa ttctaccaca attgctcagg acaaactcag 840 

tcgtgtccaa gtgcacaagt gagtccagct gttgatagcg acttaacaga aagtttagac 900 

aaacataagc ataaaaaatt gcagtctttc tacccttggg aatggggaga aaaaggaatc 960 

tctaccccaa gaccaaaaat agtaagtcct gtttctggtc ctgaacatcc agaattatgg 1020 

aggcttactg tggcctcaca ccacattaga atttggtctg gaaatcaaac tttagaaaca 1080 

agagatcgta agccatttta tactattgac ctgaattcca gtctaacagt tcctttacaa 1140 

agttgcgtaa agccccctta tatgctagtt gtaggaaata tagttattaa accagactcc 1200 

cagactataa cctgtgaaaa ttgtagattg cttacttgca ttgattcaac ttttaattgg 1260 

caacaccgta ttctgctggt gagagcaaga gagggcgtgt ggatccctgt gtccatggac 1320 

cgaccgtggg aggcctcgcc atccgtccat attttgactg aagtattaaa aggtgtttta 1380 

aatagatcca aaagattcat ttttacttta attgcagtga ttatgggatt aattgcagtc 1440 

acagctacgg ctgctgtagc aggagttgca ttgcactctt ctgttcagtc agtaaacttt 1500 

gttaatgatt ggcaaaaaaa ttctacaaga ttgtggaatt cacaatctag tattgatcaa 1560 

aaattggcaa atcaaattaa tgatcttaga caaactgtca tttggatggg agacagactc 1620 

atgagcttag aacatcgttt ccagttacaa tgtgactgga atacgtcaga tttttgtatt 1680 

acaccccaaa tttataatga gtctgagcat cactgggaca tggttagacg ccatctacag 1740 

ggaagagaag ataatctcac tttagacatt tccaaattaa aagaacaaat tttcgaagca 1800 

tcaaaagccc atttaaattt ggtgccagga actgaggcaa ttgcaggagt tgctgatggc 1860 

ctcgcaaatc ttaaccctgt cacttgggtt aagaccattg gaagtactac gattataaat 1920 

ctcatattaa tccttgtgtg cctgttttgt ctgttgttag tctgcaggtg tacccaacag 1980 

ctccgaagag acagcgacca 2000 



<210> 89 

<211> 294 

<212> DNA 

<213> Homo sapiens 



<400> 89 

agttctacaa 

cgcaatcgag 

aagttgccat 

cagttagcta 

cttgcagcct 



tgaacccatc 
caccgttgac 
ccaccaagaa 
caaaatatct 
tgatgattgt 



agagatgcaa 
tcacaagatg 
ggcagagccg 
agagaacaca 
atcaatggtg 



agaaaagcac 
aacaaaatgg 
ccaacttggg 
aaggtgacac 
gtaagtctcc 



ctccgcggag 
tgacgtcaga 
cacaactaaa 
aaaccccaga 
ctatgcctgc 



acggagacat 
agaacagatg 
gaagctgacg 
gagtatgctg 
agga 



60 
120 
180 
240 
294 



<210> 90 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 90 

tctgcaggtg tacccaacag ctccgaagag acagcgacca tcgagaacgg gccatga 57 

<210> 91 

<211> 2001 

<212> DNA 

<213> Homo sapiens 

<400> 91 

atggggcaaa ctaaaagtaa aattaaaagt aaatatgcct cttatctcag ctttattaaa 60 

attcttttaa aaagaggggg agttaaagta tctacaaaaa atctaatcaa gctatttcaa 120 

ataatagaac aattttgccc atggtttcca gaacaaggaa ctttagatct aaaagattgg 180 

aaaagaattg gtaaggaact aaaacaagca ggtaggaagg gtaatatcat tccacttaca 240 

gtatggaatg attgggccat tattaaagca gctttagaac catttcaaac agaagaagat 300 

agcgtttcag tttctgatgc ccctggaagc tgtataatag attgtaatga aaacacaagg 3 60 

aaaaaatccc agaaagaaac ggaaggttta cattgcgaat atgtagcaga gccggtaatg 420 

gctcagtcaa cgcaaaatgt tgactataat caattacagg aggtgatata tcctgaaacg 480 

ttaaaattag aaggaaaagg tccagaatta gtggggccat cagagtctaa accacgaggc 540 

acaagtcctc ttccagcagg tcaggtgcct gtaacattac aacctcaaaa gcaggttaaa 600 

gaaaataaga cccaaccgcc agtagcctat caatactggc ctccggctga acttcagtat 660 
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cggccacccc cagaaagtca gtatggatat ccaggaatgc ccccagcacc acagggcagg 720 

gcgccatacc ctcagccgcc cactaggaga cttaatccta cggcaccacc tagtagacag 780 

ggtagtaaat tacatgaaat tattgataaa tcaagaaagg aaggagatac tgaggcatgg 840 

caattcccag taacgttaga accgatgcca cctggagaag gagcccaaga gggagagcct 900 

cccacagttg aggccagata caagtctttt tcgataaaaa agctgaaaga tatgaaagag 960 

ggagtaaaac agtatggacc caactcccct tatatgagga cattattaga ttccattgct 1020 

catggacata gactcattcc ttatgattgg gagattctgg caaaatcgtc tctctcaccc 1080 

tctcaatttt tacaatttaa gacttggtgg attgatgggg tacaagaaca ggtccgaaga 1140 

aatagggctg ccaatcctcc agttaacata gatgcagatc aactattagg aataggtcaa 12 00 

aattggagta ctattagtca acaagcatta atgcaaaatg aggccattga gcaagttaga 1260 

gctatctgcc ttagagcctg ggaaaaaatc caagacccag gaagtacctg cccctcattt 1320 

aatacagtaa gacaaggttc aaaagagccc tatcctgatt ttgtggcaag gctccaagat 1380 

gttgctcaaa agtcaattgc tgatgaaaaa gcccgtaagg tcatagtgga gttgatggca 1440 

tatgaaaacg ccaatcctga gtgtcaatca gccattaagc cattaaaagg aaaggttcct 1500 

gcaggatcag atgtaatctc agaatatgta aaagcctgtg atggaatcgg aggagctatg 1560 

tataaagcta tgcttatggc tcaagcaata acaggagttg ttttaggagg acaagttaga 1620 

acatttggaa gaaaatgtta taattgtggt caaattggtc acttaaaaaa gaattgccca 1680 

gtcttaaata aacagaatat aactattcaa gcaactacaa caggtagaga gccacctgac 1740 

ttatgtccaa gatgtaaaaa aggaaaacat tgggctagtc aatgtcgttc taaatttgat 1800 

aaaaatgggc aaccattgtc gggaaacgag caaaggggcc agcctcaggc cccacaacaa 1860 

actggggcat tcccaattca gccatttgtt cctcagggtt ttcagggaca acaaccccca 192 0 

ctgtcccaag tgtttcaggg aataagccag ttaccacaat acaacaattg tcccccgcca 1980 

caagcggcag tgcagcagta g 2001 



<210> 92 

<211> 666 

<212> PRT 

<213> Homo sapiens 



<400> 92 



Met 


Gly 


Gin 


Thr 


Lys 


Ser 


Lys 


He 


Lys 


Ser 


Lys 


Tyr 


Ala 


Ser 


Tyr 


Leu 


1 








5 










10 










15 




Ser 


Phe 


He 


Lys 
20 


He 


Leu 


Leu 


Lys 


Arg 
25 


Gly 


Gly 


Val 


Lys 


Val 
30 


Ser 


Thr 


Lys 


Asn 


Leu 


He 


Lys 


Leu 


Phe 


Gin 


He 


He 


Glu 


Gin 


Phe 


Cys 


Pro 


Trp 






35 










40 










45 




Phe 


Pro 


Glu 


Gin 


Gly 


Thr 


Leu 


Asp 


Leu 


Lys 


Asp 


Trp 


Lys 


Arg 


He 


Gly 




50 










55 










60 






Lys 


Glu 


Leu 


Lys 


Gin 


Ala 


Gly 


Arg 


Lys 


Gly 


Asn 


He 


He 


Pro 


Leu 


Thr 


65 










70 










75 










80 


Val 


Trp 


Asn 


Asp 


Trp 
85 


Ala 


He 


He 


Lys 


Ala 
90 


Ala 


Leu 


Glu 


Pro 


Phe 
95 


Gin 


Thr 


Glu 


Glu 


Asp 


Ser 


Val 


Ser 


Val 


Ser 


Asp 


Ala 


Pro 


Gly 


Ser 


Cys 


He 








100 










105 








110 




He 


Asp 


Cys 
115 


Asn 


Glu 


Asn 


Thr 


Arg 
120 


Lys 


Lys 


Ser 


Gin 


Lys 
125 


Glu 


Thr 


Glu 


Gly 


Leu 
130 


His 


Cys 


Glu 


Tyr 


Val 
135 


Ala 


Glu 


Pro 


Val 


Met 
140 


Ala 


Gin 


Ser 


Thr 


Gin 


Asn 


Val 


Asp 


Tyr 


Asn 


Gin 


Leu 


Gin 


Glu 


Val 


He 


Tyr 


Pro 


Glu 


Thr 


145 










150 










155 








160 


Leu 


Lys 


Leu 


Glu 


Gly 


Lys 


Gly 


Pro 


Glu 


Leu 


Val 


Gly 


Pro 


Ser 


Glu 


Ser 










165 










170 








175 




Lys 


Pro 


Arg 


Gly 


Thr 


Ser 


Pro 


Leu 


Pro 


Ala 


Gly 


Gin 


Val 


Pro 


Val 


Thr 








180 










185 








190 






Leu 


Gin 


Pro 
195 


Gin 


Lys 


Gin 


Val 


Lys 
200 


Glu 


Asn 


Lys 


Thr 


Gin 
205 


Pro 


Pro 


Val 


Ala 


Tyr 


Gin 


Tyr 


Trp 


Pro 


Pro 


Ala 


Glu 


Leu 


Gin 


Tyr 


Arg 


Pro 


Pro 


Pro 




210 










215 










220 








Glu 


Ser 


Gin 


Tyr 


Gly 


Tyr 


Pro 


Gly 


Met 


Pro 


Pro 


Ala 


Pro 


Gin 


Gly 


Arg 


225 










230 










235 








240 


Ala 


Pro 


Tyr 


Pro 


Gin 
245 


Pro 


Pro 


Thr 


Arg 


Arg 
250 


Leu 


Asn 


Pro 


Thr 


Ala 
255 


Pro 
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Pro 


Ser 


Arg 


Gin 


Gly 


Ser 


Lys 


Leu 


His 


Glu 


He 


He 


Asp 


Lys 


Ser 


Arg 








260 










265 










270 




Lys 


Glu 


Gly 
275 


Asp 


Thr 


Glu 


Ala 


Trp 
280 


Gin 


Phe 


Pro 


Val 


Thr 
285 


Leu 


Glu 


Pro 


Met 


Pro 


Pro 


Gly 


Glu 


Gly Ala 


Gin 


Glu 


Gly 


Glu 


Pro 


Pro 


Thr 


Val 


Glu 




290 










295 










300 










Ala 


Arg 


Tyr 


Lys 


Ser 


Phe 


Ser 


He 


Lys 


Lys 


Leu 


Lys 


Asp 


Met 


Lvs 


Glu 


305 










310 










315 








320 


Gly Val 


Lys 


Gin 


Tyr 


Gly Pro 


Asn 


Ser 


Pro 


Tyr 


Met 


Arg 


Thr 


Leu 


Leu 










325 










330 










335 




Asp 


Ser 


He 


Ala 


His 


Gly His 


Arg 


Leu 


He 


Pro 


Tyr 


Asp 


Trp 


Glu 


He 








340 










345 










350 






Leu 


Ala 


Lys 


Ser 


Ser 


Leu 


Ser 


Pro 


Ser 


Gin 


Phe 


Leu 


Gin 


Phe 


Lys 


Thr 






355 










360 










365 






Trp 


Trp 


He 


Asp 


Gly 


Val 


Gin 


Glu 


Gin 


Val 


Arg 


Arg 


Asn 


Arg 


Ala 


Ala 




370 










375 










380 








Asn 


Pro 


Pro 


Val 


Asn 


He 


Asp 


Ala 


Asp 


Gin 


Leu 


Leu 


Gly 


He 


Gly 


Gin 


385 










390 










395 








400 


Asn 


Trp 


Ser 


Thr 


He 

405 


Ser 


Gin 


Gin 


Ala 


Leu 
410 


Met 


Gin 


Asn 


Glu 


Ala 
415 


He 


Glu 


Gin 


Val 


Arg 


Ala 


He 


Cys 


Leu 


Arg 


Ala 


Trp 


Glu 


Lys 


He 


Gin 


Asp 








420 










425 










430 




Pro 


Gly 


Ser 


Thr 


Cys 


Pro 


Ser 


Phe 


Asn 


Thr 


Val 


Arg 


Gin 


Gly 


Ser 


Lys 






435 










440 










445 




Glu 


Pro 


Tyr 


Pro 


Asp 


Phe 


Val 


Ala 


Arg 


Leu 


Gin 


Asp 


Val 


Ala 


Gin 


Lys 




450 










455 










460 








Ser 


He 


Ala 


Asp 


Glu 


Lys 


Ala 


Arg Lys 


Val 


He 


Val 


Glu 


Leu 


Met 


Ala 


465 










470 










475 










480 


Tyr 


Glu 


Asn 


Ala 


Asn 


Pro 


Glu 


Cys 


Gin 


Ser 


Ala 


He 


Lys 


Pro 


Leu 


Lvs 










485 










490 










495 


Gly Lys 


Val 


Pro 


Ala 


Gly Ser 


Asp 


Val 


He 


Ser 


Glu 


Tyr 


Val 


Lys 


Ala 








500 










505 








510 




Cys Asp 


Gly 


He 


Gly 


Gly Ala 


Met 


Tyr 


Lys 


Ala 


Met 


Leu 


Met 


Ala 


Gin 






515 










520 










525 








Ala 


He 


Thr 


Gly 


Val 


Val 


Leu 


Gly Gly 


Gin 


Val 


Arg 


Thr 


Phe 


Gly 


Arg 




530 










535 










540 






Lys 


Cys 


Tyr 


Asn 


Cys 


Gly Gin 


He Gly 


His 


Leu 


Lys 


Lys 


Asn 


Cys 


Pro 


545 










550 










555 








560 


Val 


Leu 


Asn 


Lys 


Gin 


Asn 


He 


Thr 


He 


Gin 


Ala 


Thr 


Thr 


Thr 


Gly 


Arg 










565 










570 










575 


Glu 


Pro 


Pro 


Asp 


Leu 


Cys 


Pro 


Arg 


Cys 


Lys 


Lys 


Gly 


Lys 


His 


Trp 


Ala 








580 










585 










590 




Ser 


Gin 


Cys 


Arg 


Ser 


Lys 


Phe 


Asp 


Lys 


Asn 


Gly 


Gin 


Pro 


Leu 


Ser 


Gly 






595 










600 










605 






Asn 


Glu 


Gin 


Arg 


Gly 


Gin 


Pro 


Gin 


Ala 


Pro 


Gin 


Gin 


Thr 


Gly 


Ala 


Phe 




610 










615 










620 








Pro 


He 


Gin 


Pro 


Phe 


Val 


Pro 


Gin Gly 


Phe 


Gin 


Gly 


Gin 


Gin 


Pro 


Pro 


625 










630 










635 










640 


Leu 


Ser 


Gin 


Val 


Phe 


Gin Gly 


He 


Ser 


Gin 


Leu 


Pro 


Gin 


Tyr 


Asn 


Asn 










645 










650 








655 




Cys 


Pro 


Pro 


Pro 
660 


Gin 


Ala 


Ala 


Val 


Gin 
665 


Gin 















<210> 93 

<211> 2619 

<212> DNA 

<213> Homo sapiens 

<400> 93 

atgttaactg acttaagggc tgtaaacgcc gtaattcaac ccatggggcc tctccaaccc 60 
gggttgccct ctccggccat gatcccaaaa gattggcctt taattataat tgatctaaag 120 
gattgctttt ttaccatccc tctggcagag caggattgcg aaaaatttgc ctttactata 180 
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SEQUENCE LISTING. ST2 5 

ccagccataa ataataaaga accagccacc aggtttcagt ggaaagtgtt acctcaggga 240 

atgcttaata gtccaactat ttgtcagact tttgtaggtc gagctcttca accagttaga 300 

gaaaagtttt cagactgtta tattattcat tgtattgatg atattttatg tgctgcagaa 3 60 

acgaaagata aattaattga ctgttataca tttctgcaag cagaggttgc caatgctgga 420 

ctggcaatag catctgataa gatccaaacc tctactcctt ttcattattt agggatgcag 480 

atagaaaata gaaaaattaa gccacaaaaa atagaaataa gaaaagacac attaaaaaca 540 

ctaaatgatt ttcaaaaatt actaggagat attaattgga ttcggccaac tctaggcatt 600 

cctacttatg ccatgtcaaa tttgttctct atcttaagag gagactcaga cttaaatagt 660 

aaaagaatgt taaccccaga ggcaacaaaa gaaattaaat tagtggaaga aaaaattcag 720 

tcagcgcaaa taaatagaat agatccctta gccccactcc aacttttgat ttttgccact 780 

gcacattctc caacaggcat cattattcaa aatactgatc ttgtggagtg gtcattcctt 840 

cctcacagta cagttaagac ttttacattg tacttggatc aaatagctac attaatcggt 900 

cagacaagat tacgaataat aaaattatgt gggaatgacc cagacaaaat agttgtccct 960 

ttaaccaagg aacaagttag acaagccttt atcaattctg gtgcatggaa gattggtctt 1020 

gctaattttg tgggaattat tgataatcat tacccaaaaa caaagatctt ccagttctta 1080 

aaattgacta cttggattct acctaaaatt accagacgtg aacctttaga aaatgctcta 1140 

acagtattta ctgatggttc cagcaatgga aaagcagctt acacaggacc gaaagaacga 1200 

gtaatcaaaa ctccatatca atcggctcaa agagcagagt tggttgcagt cattacagtg 1260 

ttacaagatt ttgaccaacc tatcaatatt atatcagatt ctgcatatgt agtacaggct 1320 

acaagggatg ttgagacagc tctaattaaa tatagcatgg atgatcagtt aaaccagcta 13 80 

ttcaatttat tacaacaaac tgtaagaaaa agaaatttcc cattttatat tacacatatt 1440 

cgagcacaca ctaatttacc agggcctttg actaaagcaa atgaacaagc tgacttactg 1500 

gtatcatctg cactcataaa agcacaagaa cttcatgctt tgactcatgt aaatgcagca 1560 

ggattaaaaa acaaatttga tgtcacatgg aaacaggcaa aagatattgt acaacattgc 1620 

acccagtgtc aagtcttaca cctgcccact caagaggcag gagttaatcc cagaggtctg 1680 

tgtcctaatg cattatggca aatggatgtc acgcatgtac cttcatttgg aagattatca 1740 

tatgttcacg taacagttga tacttattca catttcatat gggcaacttg ccaaacagga 1800 

gaaagtactt cccatgttaa aaaacattta ttgtcttgtt ttgctgtaat gggagttcca 1860 

gaaaaaatca aaactgacaa tggaccagga tattgtagta aagctttcca aaaattctta 1920 

agtcagtgga aaatttcaca tacaacagga attccttata attcccaagg acaggccata 1980 

gttgaaagaa ctaatagaac actcaaaact caattagtta aacaaaaaga agggggagac 2040 

agtaaggagt gtaccactcc tcagatgcaa cttaatctag cactctatac tttaaatttt 2100 

ttaaacattt atagaaatca gactactact tctgcagaac aacatcttac tggtaaaaag 2160 

aacagcccac atgaaggaaa actaatttgg tggaaagata gtaaaaataa gacatgggaa 2220 

atagggaagg tgataacgtg ggggagaggt tttgcttgtg tttcaccagg agaaaatcag 2280 

cttcctgttt ggatacccac tagacatttg aagttctaca atgaacccat cagagatgca 2340 

aagaaaagca cctccgcgga gacggagaca tcgcaatcga gcaccgttga ctcacaagat 2400 

gaacaaaatg gtgacgtcag aagaacagat gaagttgcca tccaccaaga aggcagagcc 2460 

gccaacttgg gcacaactaa agaagctgac gcagttagct acaaaatatc tagagaacac 2520 

aaaggtgaca caaaccccag agagtatgct gcttgcagcc ttgatgattg tatcaatggt 2580 

ggtaagtctc cctatgcctg caggagcagc tgcagctaa 2619 



<210> 94 

<211> 872 

<212> PRT 

<213> Homo sapiens 



<400> 94 



Met 
1 


Leu 


Thr 


Asp 


Leu 
5 


Arg 


Ala 


Val 


Pro 


Leu 


Gin 


Pro 


Gly 


Leu 


Pro 


Ser 








20 










Pro 


Leu 


He 


He 


He 


Asp 


Leu 


Lys 






35 










40 


Ala 


Glu 


Gin 


Asp 


Cys 


Glu 


Lys 


Phe 




50 










55 




Asn 


Lys 


Glu 


Pro 


Ala 


Thr 


Arg 


Phe 


65 










70 






Met 


Leu 


Asn 


Ser 


Pro 


Thr 


He 


Cys 










85 






Gin 


Pro 


Val 


Arg 


Glu 


Lys 


Phe 


Ser 



100 



Asn 


Ala 


Val 


He 


Gin Pro 


Met 


Gly 




10 








15 


Pro 


Ala 


Met 


He 


Pro Lys 


Asp 


Trp 


25 








30 






Asp 


Cys 


Phe 


Phe 


Thr He 


Pro 


Leu 










45 






Ala 


Phe 


Thr 


He 


Pro Ala 


He 


Asn 








60 








Gin 


Trp 


Lys 


Val 


Leu Pro 


Gin 


Gly 






75 








80 


Gin 


Thr 


Phe Val Gly Arg Ala Leu 




90 








95 




Asp 


Cys 


Tyr 


He 


He His 


Cys 


He 


105 








110 
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Asp 


Asp 


He 


Leu 


Cys 


Ala 


Ala 


Glu 






115 










120 


Tyr 


Thr 


Phe 


Leu 


Gin 


Ala 


Glu 


Val 




130 










135 




Ser 


Asp 


Lys 


He 


Gin 


Thr 


Ser 


Thr 


145 










150 






He 


Glu 


Asn 


Arg 


Lys 


He 


Lys 


Pro 










165 








Thr 


Leu 


Lys 


Thr 


Leu 


Asn 


Asp 


Phe 








180 








Trp 


He 


Arg 


Pro 


Thr 


Leu 


Gly 


He 






195 










200 


Phe 


Ser 


He 


Leu 


Arg 


Gly 


Asp 


Ser 




210 










215 




Thr 


Pro 


Glu 


Ala 


Thr 


Lys 


Glu 


He 


225 










230 






Ser 


Ala 


Gin 


He 


Asn 


Arg 


He 


Asp 










245 








He 


Phe 


Ala 


Thr 


Ala 


His 


Ser 


Pro 








260 










Asp 


Leu 


Val 


Glu 


Trp 


Ser 


Phe 


Leu 






275 










280 


Thr 


Leu 


Tyr 


Leu 


Asp 


Gin 


He 


Ala 




290 










295 




Arg 


He 


He 


Lys 


Leu 


Cys 


Gly 


Asn 


305 










310 






Leu 


Thr 


Lys 


Glu 


Gin 


Val 


Arg 


Gin 










325 








Lys 


He 


Gly 


Leu 


Ala 


Asn 


Phe 


Val 








340 










Lys 


Thr 


Lys 


He 


Phe 


Gin 


Phe 


Leu 






355 










360 


Lys 


He 


Thr 


Arg 


Arg 


Glu 


Pro 


Leu 




370 










375 




Asp 


Gly 


Ser 


Ser 


Asn 


Gly 


Lys 


Ala 


385 










390 






Val 


He 


Lys 


Thr 


Pro 


Tyr 


Gin 


Ser 










405 








Val 


He 


Thr 


Val 


Leu 


Gin 


Asp 


Phe 








420 








Asp 


Ser 


Ala 


Tyr 


Val 


Val 


Gin 


Ala 






435 










440 


He 


Lys 


Tyr 


Ser 


Met 


Asp 


Asp 


Gin 




450 










455 




Gin 


Gin 


Thr 


Val 


Arg 


Lys 


Arg 


Asn 


465 










470 






Arg 


Ala 


His 


Thr 


Asn 


Leu 


Pro 


Gly 










485 






Ala 


Asp 


Leu 


Leu 


Val 


Ser 


Ser 


Ala 








500 










Ala 


Leu 


Thr 


His 


Val 


Asn 


Ala 


Ala 






515 










520 


Thr 


Trp 


Lys 


Gin 


Ala 


Lys 


Asp 


He 




530 










535 




Val 


Leu 


His 


Leu 


Pro 


Thr 


Gin 


Glu 


545 










550 






Cys 


Pro 


Asn 


Ala 


Leu 


Trp 


Gin 


Met 










565 








Gly 


Arg 


Leu 


Ser 


Tyr 


Val 


His 


Val 








580 










He 


Trp 


Ala 


Thr 


Cys 


Gin 


Thr 


Gly 






595 










600 


His 


Leu 


Leu 


Ser 


Cys 


Phe 


Ala 


Val 



SEQUENCE LISTING. ST2 5 



Thr 


Lys 


Asp 


Lys 


Leu 


He 


Asp 


Cys 










125 








Ala 


Asn 


Ala 


Gly 
-I. jf 


Leu 


Ala 


He 


Ala 








140 










Pro 


Phe 


His 


Tvr 


Leu 


Glv 


Met 


Gin 






155 










160 


Gin 


Lvs 


He 


Glu 


He 


Arg 


Lys 


Asp 




170 










175 




Gin 


Lys 


Leu 


Leu 


Glv 


Asp 


Hp 


AOXX 


185 










190 
-I- J \j 






Pro 


Thr 


Tvr 


Ala 


Met 


Ser 


Aqti 
^noxx 


i-ICLX 










205 








ASD 


Leu 


Asn 


Ser 


Lys 


Arg 


Met 


Leu 








220 










Lvs 


Leu 


Val 


Glu 


Glu 


Lys 


He 


Gin 






235 










240 


Pro 


Leu 


Ala 


Pro 


Leu 


Gin 


Leu 


Leu 




250 










255 




Thr 


Gly 


He 


He 


He 


Gin 


Asn 


Thr 


265 










270 






Pro 


His 


Ser 


Thr 


Val 


Lys 


Thr 


Phe 










285 








Thr 


Leu 


He 


Glv 


Gin 


Thr 


Arg 


Leu 








300 










Asp 


Pro 


Asp 


Lys 


He 


Val 


Val 


Pro 






315 










320 


Ala 


Phe 


He 


Asn 


Ser 


Glv 


Ala 


Tro 




330 










■J J J 


Glv 


He 


He 


Asp 


Asn 


His 


Tvr 


Pro 


345 










350 






Lys 


Leu 


Thr 


Thr 


Trr> 


He 


Leu 


Pro 










365 








Glu 


Asn 


Ala 


Leu 


Thr 


Val 


Phe 


Thr 








380 










Ala 


Tvr 


Thr 


Gly 


Pro 


Lys 


Glu 








395 










400 


Ala 


Gin 


Arg 


Ala 


Glu 


Leu 


Val 


Ala 




410 










415 




Asp 


Gin 


Pro 


He 


Asn 


He 


He 


Ser 


425 










430 






Thr 


Arg 


Asp 


Val 


Glu 


Thr 


Ala 


Leu 










445 








Leu 


Asn 


Gin 


Leu 


Phe 


Asn 


Leu 


Leu 








460 










Phe 


Pro 


Phe 


Tvr 


He 


Thr 


His 


He 






475 










480 


Pro 


Leu 


Thr 


Lys 


Ala 


Asn 


Glu 


Gin 




490 










495 




Leu 


He 


Lvs 


Ala 


Gin 


Glu 


Leu 


His 


505 










510 






Gly 


Leu 


Lvs 


Asn 


Lvs 


Phe 


Asp 


Val 










525 








Val 


Gin 


His 


Cvs 


Thr 


Gin 


Cys 


Gin 








540 








Ala 


Gly 


Val 


Asn 


Pro 


Arg 


Gly 


Leu 






555 










560 


Asp 


Val 


Thr 


His 


Val 


Pro 


Ser 


Phe 




570 










575 




Thr 


Val 


Asp 


Thr 


Tyr 


Ser 


His 


Phe 


585 










590 






Glu 


Ser 


Thr 


Ser 


His 


Val 


Lys 


Lys 










605 






Met 


Gly 


Val 


Pro 


Glu 


Lys 


He 


Lys 
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610 










615 




Thr 


Asp 


Asn 


Gly 


Pro 


Gly 


Tyr 


Cys 


625 










630 






Ser 


Gin 


Trp 


Lys 


He 
645 


Ser 


His 


Thr 


Gly Gin 


Ala 


He 


Val 


Glu 


Arg 


Thr 








660 








Val 


Lys 


Gin 
675 


Lys 


Glu 


Gly 


Gly 


Asp 
680 


Met 


Gin 


Leu 


Asn 


Leu 


Ala 


Leu 


Tyr 




690 










695 


Arg 


Asn 


Gin 


Thr 


Thr 


Thr 


Ser 


Ala 


705 










710 






Asn 


Ser 


Pro 


His 


Glu 
725 


Gly 


Lys 


Leu 


Lys 


Thr 


Trp 


Glu 
740 


He 


Gly 


Lys 


Val 


Cys 


Val 


Ser 
755 


Pro 


Gly 


Glu 


Asn 


Gin 
760 


His 


Leu 
770 


Lys 


Phe 


Tyr 


Asn 


Glu 
775 


Pro 


Ser 


Ala 


Glu 


Thr 


Glu 


Thr 


Ser 


Gin 


785 










790 






Glu 


Gin 


Asn 


Gly 


Asp 
805 


Val 


Arg 


Arg 


Glu Gly 


Arg 


Ala 


Ala 


Asn 


Leu 


Gly 








820 










Ser 


Tyr 


Lys 
835 


He 


Ser 


Arg 


Glu 


His 
840 


Tyr 


Ala 
850 


Ala 


Cys 


Ser 


Leu 


Asp 
855 


Asp 


Tyr 


Ala 


Cys 


Arg 


Ser 


Ser 


Cys 


Ser 



865 870 



SEQUENCE LISTING. ST25 
620 



Ser 


Lys 


Ala 
635 


Phe 


Gin 


Lys 


Phe 


Leu 
640 


Thr 


Gly 
650 


He 


Pro 


Tyr 


Asn 


Ser 
655 


Gin 


Asn 


Arg 


Thr 


Leu 


Lvs 


Thr 


Gin 


Leu 


665 










670 






Ser 


Lys 


Glu 


Cys 


Thr 

685 


Thr 


Pro 


Gin 


Thr 


Leu 


Asn 


Phe 


Leu 


Asn 


He 


Tvr 








700 








Glu 


Gin 


His 
715 


Leu 


Thr 


Glv 


Lys 


Lys 
720 


He 


Trp 
730 


Trp 


Lys 


Asp 


Ser 


Lvs 
735 


Asn 


He 


Thr 


Trp 


Gly 


Arg 


Glv 


Phe 


Ala 


745 










750 






Leu 


Pro 


Val 


Trp 


He 


Pro 


Thr 












765 






He 


Arg 


Asp 


Ala 
780 


Lvs 


Lys 


Ser 


Thr 


Ser 


Ser 


Thr 
795 


Val 


Asp 


Ser 


Gin 


Asp 
800 


Thr 


Asp 
810 


Glu 


Val 


Ala 


He 


His 
815 


Gin 


Thr 


Thr 


Lys 


Glu 


Ala 


Asp 


Ala 


Val 


825 










830 






Lys 


Gly 


Asp 


Thr 


Asn 
845 


Pro 


Arg 


Glu 


Cys 


He 


Asn 


Gly 


Gly 


Lys 


Ser 


Pro 



860 



<210> 95 

<211> 2085 

<212> DNA 

<213> Homo sapiens 

<400> 95 

atgcaaagaa aagcacctcc gcggagacgg agacatcgca atcgagcacc gttgactcac 60 

aagatgaaca aaatggtgac gtcagaagaa cagatgaagt tgccatccac caagaaggca 120 

gagccgccaa cttgggcaca actaaagaag ctgacgcagt tagctacaaa atatctagag 180 

aacacaaagg tgacacaaac cccagagagt atgctgcttg cagccttgat gattgtatca 240 

atggtggtaa gtctccctat gcctgcagga gcagctgcag ctaactatac ctactgggcc 300 

tatgtgcctt tcccgccctt aattcgggca gtcacatgga tggataatcc tacagaagta 360 

tatgttaatg atagtgtatg ggtacctggc cccatagatg atcgctgccc tgccaaacct 420 

gaggaagaag ggatgatgat aaatatttcc attgggtatc attatcctcc tatttgccta 480 

gggagagcac caggatgttt aatgcctgca gtccaaaatt ggttggtaga agtacctact 540 

gtcagtccca tctgtagatt cacttatcac atggtaagcg ggatgtcact caggccacgg 600 

gtaaattatt tacaagactt ttcttatcaa agatcattaa aatttagacc taaagggaaa 660 

ccttgcccca aggaaattcc caaagaatca aaaaatacag aagttttagt ttgggaagaa 720 

tgtgtggcca atagtgcggt gatattacaa aacaatgaat tcggaactat tatagattgg 780 

gcacctcgag gtcaattcta ccacaattgc tcaggacaaa ctcagtcgtg tcaaagtgca 840 

caagtgagtc cagctgttga tagcgactta acagaaagtt tagacaaaca taagcataaa 900 

aaattgcagt ctttctaccc ttgggaatgg ggagaaaaag gaatctctac cccaagacca 960 

aaaatagtaa gtcctgtttc tggtcctgaa catccagaat tatggaggct tactgtggcc 102 0 

tcacaccaca ttagaatttg gtctggaaat caaactttag aaacaagaga tcgtaagcca 1080 

ttttatacta ttgacctgaa ttccagtcta acagttcctt tacaaagttg cgtaaagccc 1140 

ccttatatgc tagttgtagg aaatatagtt attaaaccag actcccagac tataacctgt 1200 

gaaaattgta gattgcttac ttgcattgat tcaactttta attggcaaca ccgtattctg 1260 

ctggtgagag caagagaggg cgtgtggatc cctgtgtcca tggaccgacc gtgggaggcc 1320 
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SEQUENCE LISTING. ST25 

tcgccatccg tccatatttt gactgaagta ttaaaaggtg ttttaaatag atccaaaaga 1380 

ttcattttta ctttaattgc agtgattatg ggattaattg cagtcacagc tacggctgct 1440 

gtagcaggag ttgcattgca ctcttctgtt cagtcagtaa actttgttaa tgattggcaa 1500 

aaaaattcta caagattgtg gaattcacaa tctagtattg atcaaaaatt ggcaaatcaa 1560 

attaatgatc ttagacaaac tgtcatttgg atgggagaca gactcatgag cttagaacat 1620 

cgtttccagt tacaatgtga ctggaatacg tcagattttt gtattacacc ccaaatttat 1680 

aatgagtctg agcatcactg ggacatggtt agacgccatc tacagggaag agaagataat 1740 

ctcactttag acatttccaa attaaaagaa caaattttcg aagcatcaaa agcccattta 1800 

aatttggtgc caggaactga ggcaattgca ggagttgctg atggcctcgc aaatcttaac 1860 

cctgtcactt gggttaagac cattggaagt actacgatta taaatctcat attaatcctt 1920 

gtgtgcctgt tttgtctgtt gttagtctgc aggtgtaccc aacagctccg aagagacagc 1980 

gaccatcgag aacgggccat gatgacgatg gcggttttgt cgaaaagaaa agggggaaat 2040 

gtggggaaaa gcaagagaga tcagattgtt actgtgtctg tgtag 2085 



<210> 96 

<211> 694 

<212> PRT 

<213> Homo sapiens 



<400> 96 



Met 


Gin 


Arg 


Lys 


Ala 


Pro 


Pro 


Arg 


Arg 


Ara 


Arg 


His 


Arg Asn Arg Ala 


1 








5 










10 






15 


Pro 


Leu 


Thr 


His 
20 


Lys 


Met 


Asn 


Lys 


Met 
25 


Val 


Thr 


Ser 


Glu Glu Gin Met 
30 


Lys 


Leu 


Pro 
35 


Ser 


Thr 


Lys 


Lys 


Ala 
40 


Glu 


Pro 


Pro 


Thr 


Trp Ala Gin Leu 
45 


Lys 


Lys 


Leu 


Thr 


Gin 


Leu 


Ala 


Thr 


Lys 


Tyr 


Leu 


Glu 


Asn Thr Lys Val 




50 










55 










60 


Thr 


Gin 


Thr 


Pro 


Glu 


Ser 


Met 


Leu 


Leu 


Ala 


Ala 


Leu 


Met He Val Ser 


65 










70 










75 




80 


Met 


Val 


Val 


Ser 


Leu 
85 


Pro 


Met 


Pro 


Ala 


Gly 
90 


Ala 


Ala 


Ala Ala Asn Tyr 
95 


Thr 


Tyr 


Trp 


Ala 
100 


Tyr 


Val 


Pro 


Phe 


Pro 
105 


Pro 


Leu 


He 


Arg Ala Val Thr 
110 


Trp 


Met 


Asp 
115 


Asn 


Pro 


Thr 


Glu 


Val 
120 


Tyr 


Val 


Asn 


Asp 


Ser Val Trp Val 
125 


Pro 


Gly 


Pro 


He 


Asp 


Asp 


Arg 


Cys 


Pro 


Ala 


Lys 


Pro 


Glu Glu Glu Gly 




130 










135 










140 


Met 


Met 


He 


Asn 


He 


Ser 


He 


Gly 


Tyr 


His 


Tyr 


Pro 


Pro He Cys Leu 


145 










150 










155 




160 


Gly 


Arg 


Ala 


Pro 


Gly 
165 


Cys 


Leu 


Met 


Pro 


Ala 
170 


Val 


Gin 


Asn Trp Leu Val 
175 


Glu 


Val 


Pro 


Thr 
180 


Val 


Ser 


Pro 


He 


Cys 
185 


Arg 


Phe 


Thr 


Tyr His Met Val 
190 


Ser 


Gly 


Met 
195 


Ser 


Leu 


Arg 


Pro 


Arg 
200 


Val 


Asn 


Tyr 


Leu 


Gin Asp Phe Ser 
205 


Tyr 


Gin 


Arg 


Ser 


Leu 


Lys 


Phe 


Arg 


Pro 


Lys 


Gly 


Lys 


Pro Cys Pro Lys 




210 










215 










220 


Glu 


He 


Pro 


Lys 


Glu 


Ser 


Lys 


Asn 


Thr 


Glu 


Val 


Leu 


Val Trp Glu Glu 


225 










230 










235 




240 


Cys 


Val 


Ala 


Asn 


Ser 
245 


Ala 


Val 


He 


Leu 


Gin 
250 


Asn 


Asn 


Glu Phe Gly Thr 
255 


He 


He 


Asp 


Trp 
260 


Ala 


Pro 


Arg 


Gly 


Gin 
265 


Phe 


Tyr 


His 


Asn Cys Ser Gly 
270 


Gin 


Thr 


Gin 
275 


Ser 


Cys 


Gin 


Ser 


Ala 
280 


Gin 


Val 


Ser 


Pro 


Ala Val Asp Ser 
285 


Asp 


Leu 
290 


Thr 


Glu 


Ser 


Leu 


Asp 
295 


Lys 


His 


Lys 


His 


Lys 
300 


Lys Leu Gin Ser 


Phe 


Tyr 


Pro 


Trp 


Glu 


Trp 


Gly 


Glu 


Lys 


Gly 


He 


Ser 


Thr Pro Arg Pro 


305 










310 










315 




320 


Lys 


He 


Val 


Ser 


Pro 
325 


Val 


Ser 


Gly 


Pro 


Glu 
330 


His 


Pro 


Glu Leu Trp Arg 
335 
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Leu 


Thr 


Val 


Ala 


Ser 


His 


His 


He 








340 










Leu 


Glu 


Thr 


Arg 


Asp 


Arg 


Lys 


Pro 






355 










360 


Ser 


Leu 


Thr 


Val 


Pro 


Leu 


Gin 


Ser 




370 










375 




Val 


Val 


Gly 


Asn 


He 


Val 


He 


Lys 


385 










390 






Glu 


Asn 


Cys 


Arg 


Leu 


Leu 


Thr 


Cys 










405 








His 


Arg 


He 


Leu 


Leu 


Val 


Arg 


Ala 








420 








Ser 


Met 


Asp 


Arg 


Pro 


Trp 


Glu 


Ala 






435 










440 


Glu 


Val 


Leu 


Lys 


Gly 


Val 


Leu 


Asn 




450 










455 




Leu 


He 


Ala 


Val 


He 


Met 


Gly 


Leu 


465 










470 




Val 


Ala 


Gly 


Val 


Ala 


Leu 


His 


Ser 










485 








Asn 


Asp 


Trp 


Gin 


Lys 


Asn 


Ser 


Thr 








500 










He 


Asp 


Gin 


Lys 


Leu 


Ala 


Asn 


Gin 






515 










520 


He 


Trp 


Met 


Gly 


Asp 


Arg 


Leu 


Met 




530 










535 




Gin 


Cys 


Asp 


Trp 


Asn 


Thr 


Ser 


Asp 


545 










550 






Asn 


Glu 


Ser 


Glu 


His 


His 


Trp 


Asp 










565 








Arg Glu 


Asp 


Asn 


Leu 


Thr 


Leu 


Asp 








580 








Phe 


Glu 


Ala 


Ser 


Lys 


Ala 


His 


Leu 






595 










600 


He 


Ala 


Gly 


Val 


Ala 


Asp 


Gly 


Leu 




610 










615 




Val 


Lys 


Thr 


He 


Gly 


Ser 


Thr 


Thr 


625 










630 






Val 


Cys 


Leu 


Phe 


Cys 


Leu 


Leu 


Leu 










645 








Arg 


Arg 


Asp 


Ser 


Asp 


His 


Arg 


Glu 








660 










Leu 


Ser 


Lys 


Arg 


Lys 


Gly 


Gly 


Asn 






675 










680 


He 


Val 


Thr 


Val 


Ser 


Val 







690 



SEQUENCE LISTING. ST2 5 



Arg 


He 


Trp 


Ser 


Gly 


Asn 


Gin 


Thr 


345 










350 






Phe 


Tyr 


Thr 


He 


Asp 


Leu 


Asn 


Ser 










365 








Cys 


Val 


Lvs 


Pro 


Pro 


Tvr 


Met 


Leu 








380 










Pro 


Asp 


Ser 


Gin 


Thr 


He 


Thr 


Cys 






395 










400 


He 


Asp 


Ser 


Thr 


Phe 


Asn 


Tro 


Gin 




410 










415 




Arg 


Glu 


Gly 


Val 


Tro 


He 


Pro 


Val 


425 










430 






Ser 


Pro 


Ser 


Val 


His 


He 


Leu 


Thr 










445 








Arg 


Ser 


Lvs 


Ara 


Phe 


He 


Phe 


Thr 








460 










He 


Ala 


Val 


Thr 


Ala 


Thr 


Ala 


Ala 






475 










480 


Ser 


Val 


Gin 


Ser 


Val 


Asn 


Phe 


Val 




490 










495 




Arg 


Leu 


Trp 


Asn 


Ser 


Gin 


Ser 


Ser 


505 










510 






He 


Asn 


Asp 


Leu 


Arg 


Gin 


Thr 


Val 










525 








Ser 


Leu 


Glu 


His 


Arg 


Phe 


Gin 


Leu 








540 










Phe 


Cys 


He 


Thr 


Pro 


Gin 


He 


Tyr 






555 










560 


Met 


Val 


Arg 


Arg 


His 


Leu 


Gin 


Glv 




570 










575 




He 


Ser 


Lys 


Leu 


Lvs 


Glu 


Gin 


He 


585 










590 






Asn 


Leu 


Val 


Pro 


Glv 


Thr 


Glu 


Ala 










605 








Ala 


Asn 


Leu 


Asn 


Pro 


Val 


Thr 


Trp 








620 








He 


He 


Asn 


Leu 


He 


Leu 


He 


Leu 






635 










640 


Val 


Cys 


Arg 


Cys 


Thr 


Gin 


Gin 


Leu 




650 










655 




Arg 


Ala 


Met 


Met 


Thr 


Met 


Ala 


Val 


665 










670 






Val 


Gly 


Lys 


Ser 


Lys 


Arg 


Asp 


Gin 



685 



<210> 97 

<211> 2004 

<212> DNA 

<213> Homo sapiens 

<400> 97 

atggggcaaa ctaaaagtaa aactaaaagt aaatatgcct cttatctcag ctttattaaa 60 

attcttttaa aaagaggggg agttagagta tctacaaaaa atctaatcaa gctatttcaa 120 

ataatagaac aattttgccc atggtttcca gaacaaggaa ctttagatct aaaagattgg 180 

aaaagaattg gcgaggaact aaaacaagca ggtagaaagg gtaatatcat tccacttaca 240 

gtatggaatg attgggccat tattaaagca gctttagaac catttcaaac aaaagaagat 300 

agcgtttcag tttctgatgc ccctggaagc tgtgtaatag attgtaatga aaagacaggg 360 

agaaaatccc agaaagaaac agaaagttta cattgcgaat atgtaacaga gccagtaatg 420 

gctcagtcaa cgcaaaatgt tgactataat caattacagg gggtgatata tcctgaaacg 480 

ttaaaattag aaggaaaagg tccagaatta gtggggccat cagagtctaa accacgaggg 540 
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SEQUENCE LISTING. ST2 5 

ccaagtcctc ttccagcagg tcaggtgccc gtaacattac aacctcaaac gcaggttaaa 600 

gaaaataaga cccaaccgcc agtagcttat caatactggc cgccggctga acttcagtat 660 

ctgccacccc cagaaagtca gtatggatat ccaggaatgc ccccagcact acagggcagg 720 

gcgccatatc ctcagccgcc cactgtgaga cttaatccta cagcatcacg tagtggacaa 780 

ggtggtacac tgcacgcagt cattgatgaa gccagaaaac agggagatct tgaggcatgg 840 

cggttcctgg taattttaca actggtacag gccggggaag agactcaagt aggagcgcct 900 

gcccgagctg agactagatg tgaacctttc accatgaaaa tgttaaaaga tataaaggaa 960 

ggagttaaac aatatggatc caactcccct tatataagaa cattattaga ttccattgct 1020 

catggaaata gacttactcc ttatgactgg gaaagtttgg ccaaatcttc cctttcatcc 1080 

tctcagtatc tacagtttaa aacctggtgg attgatggag tacaagaaca ggtacgaaaa 1140 

aatcaggcta ctaagcccac tgttaatata gacgcagacc aattgttagg aacaggtcca 1200 

aattggagca ccattaacca acaatcagtg atgcagaatg aggctattga acaagtaagg 1260 

gctatttgcc tcagggcctg gggaaaaatt caggacccag gaacagcttt ccctattaat 1320 

tcaattagac aaggctctaa agagccatat cctgactttg tggcaagatt acaagatgct 1380 

gctcaaaagt ctattacaga tgacaatgcc cgaaaagtta ttgtagaatt aatggcctat 1440 

gaaaatgcaa atccagaatg tcagtcggcc ataaagccat taaaaggaaa agttccagca 1500 

ggagttgatg taattacaga atatgtgaag gcttgtgatg ggattggagg agctatgcat 1560 

aaggcaatgc taatggctca agcaatgagg gggctcactc taggaggaca agttagaaca 1620 

tttgggaaaa aatgttataa ttgtggtcaa atcggtcatc tgaaaaggag ttgcccagtc 1680 

ttaaataaac agaatataat aaatcaagct attacagcaa aaaataaaaa gccatctggc 1740 

ctgtgtccaa aatgtggaaa aggaaaacat tgggccaatc aatgtcattc taaatttgat 1800 

aaagatgggc aaccattgtc gggaaacagg aagaggggcc agcctcaggc cccccaacaa 1860 

actggggcat tcccagttca actgtttgtt cctcagggtt ttcaaggaca acaaccccta 1920 

cagaaaatac caccacttca gggagtcagc caattacaac aatccaacag ctgtcccgcg 1980 

ccacagcagg cagcgccaca gtag 2004 



<210> 98 

<211> 667 

<212> PRT 

<213> Homo sapiens 



<400> 98 



Met 


Gly 


Gin 


Thr 


1 








Ser 


Phe 


He 


Lys 








20 


Lys 


Asn 


Leu 


He 






35 




Phe 


Pro 


Glu 


Gin 




50 






Glu 


Glu 


Leu 


Lys 


65 








Val 


Trp 


Asn 


Asp 


Thr 


Lys 


Glu 


Asp 








100 


He 


Asp 


Cys 


Asn 






115 




Ser 


Leu 


His 


Cys 




130 






Gin 


Asn 


Val 


Asp 


145 








Leu 


Lys 


Leu 


Glu 


Lys 


Pro 


Arg 


Gly 








180 


Leu 


Gin 


Pro 


Gin 






195 




Ala 


Tyr 


Gin 


Tyr 




210 






Glu 


Ser 


Gin 


Tyr 



225 



Lys 


Ser 


Lys 


Thr 


5 








He 


Leu 


Leu 


Lys 


Lys 


Leu 


Phe 


Gin 








40 


Gly 


Thr 


Leu 


Asp 






55 




Gin 


Ala 


Gly 


Arg 




70 






Trp 


Ala 


He 


He 


85 








Ser 


Val 


Ser 


Val 


Glu 


Lys 


Thr 


Gly 








120 


Glu 


Tyr 


Val 


Thr 






135 




Tyr 


Asn 


Gin 


Leu 




150 






Gly 


Lys 


Gly 


Pro 


165 








Pro 


Ser 


Pro 


Leu 


Thr 


Gin 


Val 


Lys 








200 


Trp 


Pro 


Pro 


Ala 






215 




Gly 


Tyr 


Pro 


Gly 



230 



Lys 


Ser 


Lys 


Tyr 




10 






Arg 


Gly 


Gly 


Val 


25 








He 


He 


Glu 


Gin 


Leu 


Lys 


Asp 


Trp 








60 


Lys 


Gly 


Asn 


He 






75 




Lys 


Ala 


Ala 


Leu 




90 






Ser 


Asp 


Ala 


Pro 


105 








Arg 


Lys 


Ser 


Gin 


Glu 


Pro 


Val 


Met 








140 


Gin 


Gly 


Val 


He 






155 




Glu 


Leu 


Val 


Gly 




170 






Pro 


Ala 


Gly 


Gin 


185 








Glu 


Asn 


Lys 


Thr 


Glu 


Leu 


Gin 


Tyr 








220 


Met 


Pro 


Pro 


Ala 






235 






Page 
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Ala 


Ser 


Tyr 


Leu 






15 




Arg 


Val 


Ser 


Thr 




30 






Phe 


Cys 


Pro 


Trp 


45 








Lys 


Arg 


He 


Gly 


He 


Pro 


Leu 


Thr 








80 


Glu 


Pro 


Phe 


Gin 






95 




Gly 


Ser 


Cys 


Val 




110 






Lys 


Glu 


Thr 


Glu 


125 








Ala 


Gin 


Ser 


Thr 


Tyr 


Pro 


Glu 


Thr 








160 


Pro 


Ser 


Glu 


Ser 






175 




Val 


Pro 


Val 


Thr 




190 






Gin 


Pro 


Pro 


Val 


205 








Leu 


Pro 


Pro 


Pro 


Leu 


Gin 


Gly 


Arg 








240 



Ala 


Pro 


Tyr 


Pro 


Gin 


Pro 


Pro 


Thr 










245 








Arg 


Ser 


Gly 


Gin 


Gly 


Gly 


Thr 


Leu 








260 










Lys 


Gin 


Gly 


Asp 


Leu 


Glu 


Ala 


Trp 






275 










280 


Val 


Gin 


Ala 


Gly 


Glu 


Glu 


Thr 


Gin 




290 










295 




Thr 


Arg 


Cys 


Glu 


Pro 


Phe 


Thr 


Met 


305 










310 






Gly Val 


Lys 


Gin 


Tyr 


Gly 


Ser 


Asn 










325 








ASD 


Ser 


He 


Ala 


His 


Gly 


Asn 


Arg 








340 








Leu 


Ala 


Lys 


Ser 


Ser 


Leu 


Ser 


Ser 






355 










360 


Trp 


Trp 


He 


Asp 


Gly 


Val 


Gin 


Glu 




370 










375 




Lys 


Pro 


Thr 


Val 


Asn 


He 


Asp 


Ala 


385 










390 




Asn 


Trp 


Ser 


Thr 


He 


Asn 


Gin 


Gin 










405 








Glu 


Gin 


Val 


Arg 


Ala 


He 


Cys 


Leu 








420 










Pro 


Gly 


Thr 


Ala 


Phe 


Pro 


He 


Asn 






435 










440 


Pro 


Tyr 


Pro 


Asp 


Phe 


Val 


Ala 


Arg 




450 










455 




He 


Thr 


Asp 


Asp 


Asn 


Ala 


Arg 


Lys 


465 










470 






Glu 


Asn 


Ala 


Asn 


Pro 


Glu 


Cys 


Gin 










485 








Lys 


Val 


Pro 


Ala 


Gly 


Val 


Asp 


Val 








500 










Asp Gly 


He 


Gly 


Gly 


Ala 


Met 


His 






515 










520 


Met 


Arg 


Gly 


Leu 


Thr 


Leu 


Gly 


Gly 




530 










535 




Cys 


Tyr 


Asn 


Cys 


Gly 


Gin 


He 


Gly 


545 










550 






Leu 


Asn 


Lys 


Gin 


Asn 


He 


He 


Asn 










565 








Lys 


Pro 


Ser 


Gly 


Leu 


Cys 


Pro 


Lys 








580 










Asn 


Gin 


Cys 


His 


Ser 


Lys 


Phe 


Asp 






595 










600 


Asn 


Arg 


Lys 


Arg 


Gly 


Gin 


Pro 


Gin 




610 










615 




Pro 


Val 


Gin 


Leu 


Phe 


Val 


Pro 


Gin 


625 










630 






Gin 


Lys 


He 


Pro 


Pro 


Leu 


Gin 


Gly 










645 






Ser 


Cys 


Pro 


Ala 


Pro 


Gin 


Gin 


Ala 



660 



<210> 99 

<211> 1004 

<212> DNA 

<213> Homo sapiens 

<400> 99 

atgggcaacc attgtcggga aacaggaaga 



SEQUENCE LISTING. ST25 



Val 


Arg 


Leu 


Asn 


Pro 


Thr 


Ala 


Ser 




250 










255 




His 


Ala 


Val 


He 


Asp 


Glu 


Ala 




265 










270 




Arg 


Phe 


Leu 


Val 


He 


Leu 


Gin 


Leu 










285 








Val 


Gly 


Ala 


Pro 


Ala 


Arg 


Ala 


Glu 








300 










Lys 


Met 


Leu 


Lvs 


Asp 


He 


Lys 


Glu 






315 










320 


Ser 


Pro 


Tyr 


He 


Arg 


Thr 


Leu 


Leu 




330 










335 




Leu 


Thr 


Pro 


Tvr 


Asp 




Glu 


Ser 


345 










350 






Ser 


Gin 


Tyr 


Leu 


Gin 


Phe 


Lvs 


Thr 










365 






Gin 


Val 


Arg 


Lys 


Asn 


Gin 


Ala 


Thr 








380 










Asp 


Gin 


Leu 


Leu 


Glv 


Thr 


Glv 


Pro 






395 










400 


Ser 


Val 


Met 


Gin 


Asn 


Glu 


Ala 


He 




410 










415 




Arg 


Ala 


Trr> 


Glv 


Lys 


He 


Gin 


Asp 


425 










430 






Ser 


He 


Ara 


Gin 


Glv 


Ser 


Lys 


Glu 










445 








Leu 


Gin 


Asp 


Ala 


Ala 


Gin 


Lys 


Ser 








460 










Val 


He 


Val 


Glu 


Leu 


Met 


Ala 


Tvr 






475 










480 


Ser 


Ala 


He 


Lvs 


Pro 


Leu 


Lys 


Glv 




490 










495 




He 


Thr 


Glu 


Tvr 


Val 


Lys 


Ala 


Cys 


505 










510 






Lys 


Ala 


Met 


Leu 


Met 


Ala 


Gin 


Ala 










525 








Gin 


Val 


Arg 


Thr 


Phe 


Gly 


Lvs 


Lvs 








540 










His 


Leu 


Lvs 


Arg 


Ser 


Cys 


Pro 


Val 






555 










560 


Gin 


Ala 


He 


Thr 


Ala 


Lvs 


Asn 


Lys 




570 










575 




Cys 


Gly 


Lys 


Glv 


Lvs 


His 


Tro 


Ala 


585 










590 






Lvs 


ASD 


Glv 


Gin 


Pro 


Leu 


Ser 


Glv 










605 








Ala 


Pro 


Gin 


Gin 


Thr 


Gly 


Ala 


Phe 








620 










Gly 


Phe 


Gin 


Gly 


Gin 


Gin 


Pro 


Leu 






635 










640 


Val 


Ser 


Gin 


Leu 


Gin 


Gin 


Ser 


Asn 




650 










655 




Ala 


Pro 


Gin 













665 



ggggccagcc tcaggccccc caacaaactg 
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SEQUENCE LISTING. ST2 5 

gggcattccc agttcaactg tttgttcctc agggttttca aggacaacaa cccctacaga 120 

aaataccacc acttcaggga gtcagccaat tacaacaatc caacagctgt cccgcgccac 180 

agcaggcagc gccacagtag atttatgttc cacccaaatg gtctctttac tccctggaga 240 

gcccccacaa aagattccta gaggggtata tggcccgctg ccagaaggga gggtaggcct 3 00 

tattttaggg agatcaagtc taaatttgaa gggagtccaa attcatactg gggtaattta 360 

ttcagattat aaagggggaa ttcagttagt gatcagctcc actgttccct ggagtgccaa 420 

tccaggtgat agaattgctc aattactgct tttgccttat gttaaaattg gggaaaacaa 480 

aacggaaaga acaggagggt ttggaagtac caaccctgca ggaaaagcca cttattgggc 540 

taatcaggtc tcagaggata gacccgtgtg tacagtcact attcagggaa agagtttgaa 600 

ggattagtgg atacccaggc tgatgtttct atcatcggca taggcaccgc ctcagaagtg 660 

tatcaaagtg ccatgatttt acattgtcta ggatctgata atcaagaaag tacggttcag 720 

cctatgatca cttctattcc aatcaattta tggggccgag acttgttaca acaatggcat 780 

gcagagatta ctatcccagc ctccctatac agccccagga atcaaaaaat catgactaaa 840 

atgggatagc tccctaaaaa gggactagga aagaatgaag atggcattaa agtcccaact 900 

gaggctgaaa aaaatcaaaa aaagaaaagg aatagggcat cctttttaga agcggtcact 960 

gtagagcctc caaaacccat tccattaatt tggggggaaa aaaa 1004 



<210> 100 

<211> 2671 

<212> DNA 

<213> Homo sapiens 

<400> 100 

atggcattaa agtcccaact gaggctgaaa aaaatcaaaa aaagaaaagg aatagggcat 60 

cctttttaga agcggtcact gtagagcctc caaaacccat tccattaatt tggggggaaa 120 

aaaaaaactg tatggtaaat cagtagccgc ttccaaaaca aaaactggag gctttacact 180 

tattagcaaa gaaacagtta gaaaaaggac atattgagcc ttcattttcg ccttggaatt 240 

ctcctgtttg taattcagaa aaaatccggc agatggcgta tgctaactga cttaagagcc 300 

attaatgcca taattcaacc catgggggct ctcccatccc ggttgccctc tccagccatg 360 

gtccccttta attataattg atctgaagga ttgctttttt accattcctc tggcaaaaga 420 

ggattttgaa aaatttgctt ttactatacc agcctaaata ataaagaacc agccaccagg 480 

tttcagtgga aagtattgcc tcagggaatg cttaataatt caactatttg tcagactttc 540 

atagctcaag ctctgcaacc agttagagac aagttttcag actgttatat cgttcattat 600 

gttgatattt tgtgtgctgc agaaacgaga gacaaattaa ttgaccgtta cacatttctc 660 

agacagaggt tgccaacgcg ggactgacaa tagcatctga taagattcaa acctctcctc 720 

ctttccatta cttgggaatg caggtagagg aaaggaaaat taaaccacaa aaaatagaaa 780 

taagaaaaga cacattaaaa acattaaatg agtttcaaaa gttggtagga gatactaatt 840 

ggattcggag atattaattg gatttggcca actctaggca ttcctactta tgccatgtca 900 

attttgttct ctttcttaag aggggacttg gaattaaata gtgaaagaat gttacctcca 960 

gaggcaacta aagaaattaa attaattgaa gaaaaaaatt cggtcagcac aagtaaatag 1020 

gatcacttgg ccccactcca aattttgatt tttggtactg cacattctct aacagccatc 1080 

attgttcaaa acacagatct tgtggattgg tccttccttc ctcatagtac aattaagact 1140 

tttacattgt acttggatca aatggctaca ttaattggtc agggaagatt acgaataata 1200 

acattgtgtg gaaatgaccc agataaaatc actgttcctt tcaacaagca acaagttaga 1260 

caagccttta tcagttctgg tgcatggcag attggtcttg ctaattttct gggaattatt 1320 

gataatcatt acccaaaaac aaaaatcttc cagttcttaa aattgactac ttggattcta 1380 

cctaaaatta ccagacgtga acctttagaa aatgctctaa cagtatttac tgatggttcc 1440 

agcaatggaa aagcggctta cacagggccg aaagaacgag taatcaaaac tccgtatcaa 1500 

tcagctcaaa gagcagagtt ggttgcagtc attacagtgt tacaagattt tgaccaacct 1560 

atcaatatta tatcagattc tgcatatgta gtacaggcta caagggatgt tgagacagct 1620 

ctaattaaat atagcacgga cgatcattta aaccagctat tcaatttatt acaacaaact 1680 

gtaagaaaaa gaaatttccc attttatatt actcatattc gagcacacac taatttacca 1740 

gggcctttga ctaaagcaaa tgaacaagct gacttactgg tatcatctgc attcataaaa 1800 

gcacaagaac ttcttgcttt gactcatgta aatgcagcag gattaaaaaa caaatttgat 1860 

gtcacatgga aacaggcaaa agatattgta caacattgca cccagtgtca agtcttacac 1920 

ctgtccactc aagaggcagg agttaatccc agaggtctgt gtcctaatgc gttatggcaa 1980 

atggatggca cgcatgttcc ttcatttgga agattatcat atgttcatgt aacagttgat 2040 

acttattcac atttcatatg ggcaacttgc caaacaggag aaagtacttc ccatgttaaa 2100 

aaacatttat tatcttgttt tgctgtaatg ggagttccag aaaaaatcaa aactgacaat 2160 

ggaccaggat attgtagtaa agctttccaa aaattcttaa gtcagtggaa aatttcacat 2220 

acaacaggaa ttccttataa ttcccaagga caggccatag ttgaaagaac taatagaaca 2280 

ctcaaaactc aattagttaa acaaaaagaa gggggagaca gtaaggagtg taccactcct 2340 
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SEQUENCE LISTING. ST2 5 

cagatgcaac ttaatctagc actctatact ttaaattttt taaacattta tagaaatcag 2400 

actactactt ctgcaaaaca acatcttact ggtaaaaagc acagcccaca tgaaggaaaa 2460 

ctaatttggt ggaaagataa taaaaataag acatgggaaa tagggaaggt gataacgtgg 2520 

gggagaggtt ttgcttgtgt ttcaccagga gaaaatcagc ttcctgtttg gatacccact 2580 

agacatttga agttctacaa tgaacccatc ggagatgcaa agaaaagggc ctccacagag 2640 

atggtaaccc cagtcacatg gatggataat c 2671 



<210> 101 
<211> 1665 

<212> DNA 

<213> Homo sapiens 

<400> 101 

gtcacatgga tggataatcc tatagaagta tatgttaatg atagtgtatg ggtacctggc 60 

cccacagatg atcgctgccc tgccaaacct gaggaagaag ggatgatgat aaatatttcc 120 

attgtgtatc gttatcctcc tatttgccta gggagagcac caggatgttt aatgcctgca 180 

gtccaaaatt ggttggtaga agtacctact gtcagtccta acagtagatt cacttatcac 240 

atggtaagcg ggatgtcact caggccacgg gtaaattatt tacaagactt ttcttatcaa 300 

agatcattaa aatttagacc taaagggaaa ccttgcccca aggaaattcc caaagaatca 360 

aaaaatacag aagttttagt ttgggaagaa tgtgtggcca atagtgcggt gatattacaa 420 

aacaatgaat tcggaactat tatagattgg gcacctcgag gtcaattcta ccacaattgc 480 

tcaggacaaa ctcagtcgtg tccaagtgca caagtgagtc cagctgttga tagcgactta 540 

acagaaagtc tagacaaaca taagcataaa aaattacagt ctttctaccc ttgggaatgg 600 

ggagaaaaag gaatctctac cccaagacca gaaataataa gtcctgtttc tggtcctgaa 660 

catccagaat tatggaggct ttggcctgac accacattag aatttggtct ggaaatcaaa 720 

ctttagaaac aagagatcgt aagccatttt atactatcga cctaaattcc agtctaacgg 780 

ttcctttaca aagttgcgta aagccctctt atatgctagt tgtaggaaat atagttatta 840 

aaccagactc ccaaactata acctgtgaaa attgtagatt gtttacttgc attgattcaa 900 

cttttaattg gcggcaccgt attctgctgg tgagagcaag agagggcgtg tggatctctg 960 

tgtccgtgga ctgaccgtgg gaggcctcgc catccatcca tattttgact gaagtattaa 1020 

aagacatttt aaatagatcc aaaagattca tttttacctt aattgcagtg attatgggat 1080 

taattgcagt cacagctacg gctgctgtgg caggagttgc attgcactct tctgttcagt 1140 

cggtaaactt tgttaatgat tggcaaaaga attctacaag attgtggaat tcacaatcta 1200 

gtattgatca aaaattggca aatcaaatta atgatcttag acaaactgtc atttggatgg 1260 

gagacagact catgagctta gaacattgtt tccagttaca gtgtgactgg aatacgtcag 132 0 

atttttgtat tacaccccaa atttataatg agtctgagca tcactgggac atggttagac 1380 

gccatctaca gggaagagaa gataatctca ctttagacat ttccaaatta aaataacaaa 1440 

ttttcgaagc atcaaaagcc catttaaatt tgatgccagg aactgaggca attgcaggag 1500 

ttgctgatgg cctcgcaaat cttaaccctg tcacttgggt taagaccatc ggaagtacta 1560 

tgattataaa tctcatatta atccttgtgt gcctgttttg tctgttgtta gtctgcaggt 1620 

gtacccaaca gctccgaaga gacagcgacc atcgagaacg ggcca 1665 



<210> 102 
<211> 852 
<212> DNA 
<213> Homo sapiens 

<400> 102 

atggggcaaa ctaaaagtaa aattaaaagt aaatatgcct cttatctcag ctttattaaa 60 

attcttttaa aaagaggggg agttaaagta tctacaaaaa atctaatcaa gctatttcaa 120 

ataatagaac aattttgccc atggtttcca gaacaaggaa cttcagatct aaaagattgg 180 

aaaagaattg gtaaggaact aaaacaagca ggtaggaagg gtaatatcat tccacttaca 240 

gtatggaatg attgggccat tattaaagca gctttagaac catttcaaac agaagaagat 3 00 

agcatttcag tttctgatgc ccctggaagc tgtttaatag attgtaatga aaacacaagg 360 

aaaaaatccc agaaagaaac cgaaagttta cattgcgaat atgtagcaga gccggtaatg 420 

gctcagtcaa cgcaaaatgt tgactataat caattacagg aggtgatata tcctgaaacg 480 

ttaaaattag aaggaaaagg tccagaatta atggggccat cagagtctaa accacgaggc 540 

acaagtcctc ttccagcagg tcaggtgctc gtaagattac aacctcaaaa gcaggttaaa 600 

gaaaataaga cccaaccgca agtagcctat caatactgcc gctggctgaa cttcagtatc 660 

ggccaccccc agaaagtcag tatggatatc caggaatgcc cccagcacca cagggcaggg 720 

cgccatacca tcagccgccc actaggagac ttaatcctat ggcaccacct agtagacagg 780 
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SEQUENCE LISTING. ST25 
gtagtgaatt acatgaaatt attgataaat caagaaagga aggagatact gaggcatggc 840 
aattcccagt aa 852 



<210> 103 

<211> 283 

<212> PRT 

<213> Homo sapiens 



<400> 


103 












Met Gly 


Gin 


Thr 


Lys 


Ser 


Lys 


He 


1 






5 








Ser Phe 


He 


Lys 


He 


Leu 


Leu 


Lys 






20 










Lys Asn 


Leu 


He 


Lys 


Leu 


Phe 


Gin 




35 










40 


Phe Pro 


Glu 


Gin 


Gly 


Thr 


Ser 


Asp 


50 










55 




Lys Glu 


Leu 


Lys 


Gin 


Ala 


Gly 


Arg 


65 








70 






Val Trp 


Asn 


Asp 


Trp 


Ala 


He 


He 








85 








Thr Glu 


Glu 


Asp 


Ser 


He 


Ser 


Val 






100 










lie Asp 


Cys 


Asn 


Glu 


Asn 


Thr 


Arg 




115 










120 


Ser Leu 


His 


Cys 


Glu 


Tyr 


Val 


Ala 


130 










135 




Gin Asn 


Val 


Asp 


Tyr 


Asn 


Gin 


Leu 


145 








150 






Leu Lys 


Leu 


Glu 


Gly 


Lys 


Gly 


Pro 








165 








Lys Pro 


Arg 


Gly 


Thr 


Ser 


Pro 


Leu 






180 










Leu Gin 


Pro 


Gin 


Lys 


Gin 


Val 


Lys 




195 










200 


Ala Tyr 


Gin 


Tyr 


Cys 


Arg 


Trp 


Leu 


210 










215 




Lys Val 


Ser 


Met 


Asp 


He 


Gin 


Glu 


225 








230 






Arg His 


Thr 


He 


Ser 


Arg 


Pro 


Leu 








245 








Leu Val 


Asp 


Arg 


Val 


Val 


Asn 


Tyr 






260 










Arg Lys 


Glu 


He 


Leu 


Arg 


His 


Gly 




275 










280 


<210> 104 












<211> 434 












<212> PRT 












<213> Homo 


sapiens 








<400> 104 












Met Pro 


Pro 


Ala 


Pro 


Gin 


Gly 


Arg 


1 






5 






Arg Arg 


Leu 


Asn 


Pro 


Met 


Ala 


Pro 






20 










His Glu 


He 


He 


Asp 


Lys 


Ser 


Arg 




35 










40 


Gin Phe 


Pro 


Val 


Thr 


Leu 


Glu 


Pro 


50 










55 




Glu Gly Glu 


Pro 


Pro 


Thr 


Val 


Glu 



Lvs 


Ser 


Lys 


Tvr 


Ala 


Ser 


Tvr 


Leu 




10 










15 




Ara 


Glv 


Glv 


Val 


Lys 


Val 


Ser 


Thr 


25 










30 






He 


He 


Glu 


Gin 


Phe 


Cys 


Pro 


Trp 










45 








Leu 


Lvs 


Asp 


Tro 


Lys 


Arg 


He 


Gly 








60 










Lvs 


Glv 


Asn 


He 


He 


Pro 


Leu 


Thr 






75 










80 


Lys 


Ala 


Ala 


Leu 


Glu 


Pro 


Phe 


Gin 




90 










95 




Ser 


Asp 


Ala 


Pro 


Glv 


Ser 


Cys 


Leu 


105 










110 






Lys 


Lys 


Ser 


Gin 


Lys 


Glu 


Thr 


Glu 










125 








Glu 


Pro 


Val 


Met 


Ala 


Gin 


Ser 


Thr 








140 










Gin 


Glu 


Val 


He 


Tyr 


Pro 


Glu 


Thr 






155 










160 


Glu 


Leu 


Met 


Gly 


Pro 


Ser 


Glu 


Ser 




170 










175 




Pro 


Ala 


Gly 


Gin 


Val 


Leu 


Val 


Arg 


185 










190 




Glu 


Asn 


Lys 


Thr 


Gin 


Pro 


Gin 


Val 










205 








Asn 


Phe 


Ser 


He 


Glv 


His 


Pro 


Gin 








220 










Cys 


Pro 


Gin 


His 


His 




Ala 


Gly 






235 










240 


Gly 


Asp 


Leu 


He 


Leu 


Tro 


His 


His 




250 










255 




Met 


Lvs 


Leu 


Leu 


He 


Asn 


Gin 


Glu 


265 










270 






Asn 


Ser 


Gin 












Ala 


Pro 


Tyr 


His 


Gin 


Pro 


Pro 


Thr 




10 










15 




Pro 


Ser 


Arg 


Gin 


Gly 


Ser 


Glu 


Leu 


25 










30 






Lys 


Glu 


Gly 


Asp 


Thr 


Glu 


Ala 


Trp 










45 








Met 


Pro 


Pro 


Gly 


Glu 


Gly 


Ala 


Gin 








60 










Ala 


Arg 


Tyr 


Lys 


Ser 


Phe 


Ser 


He 
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65 70 



Lys 


Met 


Leu 


Lvs 


ASD 


Met 


Lys 


Glu 










85 








Ser 


Pro 


Tyr 


Met 


Arg 


Thr 


Leu 


Leu 








100 










Leu 


He 


Pro 


Tyr 


Asp 


Trp 


Glu 


He 






115 










120 


Ser 


Gin 


Phe 


Leu 


Gin 


Phe 


Lys 


Thr 




130 










135 




Gin 


Val 


Arg 


Arg 


Asn 


Arg 


Ala 


Ala 


145 










150 






Asp 


Gin 


Leu 


Leu 


Gly 


He 


Gly 


Gin 










165 








Ala 


Leu 


Met 


Gin 


Asn 


Glu 


Ala 


He 








180 










Arg Ala 


Trp 


Glu 


Lys 


He 


Gin 


ASD 






195 










200 


Asn 


Thr 


Val 


Arg 


Gin 


Gly 


Ser 


Lys 




210 










215 




Arg 


Leu 


Gin 


Asp 


Val 


Ala 


Gin 


Lvs 

J; 


225 










230 




Lys 


Val 


He 


Val 


Glu 


Leu 


Met 


Ala 










245 








Gin 


Ser 


Ala 


He 


Lvs 


Pro 


Leu 


Lys 








260 








Val 


He 


Ser 


Glu 


Tyr 


Val 


Lvs 


Ala 






275 










280 


His 


Lys 


Ala 


Met 


Leu 


Met 


Ala 


Gin 




290 










295 




Gly Gin 


Val 


Arg 


Thr 


Phe 


Glv 


Glv 


305 










310 






Gly His 


Leu 


Lvs 


Lys 


Asn 


Cys 


Pro 










325 








He 


Gin 


Ala 


Thr 


Thr 


Thr 


Gly 


Aro 








340 






Cys 


Lys 


Lys 


Gly 


Lys 


His 


Trp 


Ala 






355 










360 


Lys 


Asn 


Gly 


Gin 


Pro 


Leu 


Ser 


Gly 




370 










375 




Ala 


Pro 


Gin 


Gin 


Thr 


Gly 


Ala 


Phe 


385 










390 






Gly Phe 


Gin 


Gly 


Gin 


Gin 


Pro 


Pro 










405 








Ser 


Gin 


Leu 


Pro 


Gin 


Tyr 


Asn 


Asn 



420 



Gin Gin 



SEQUENCE LISTING. ST25 

75 80 



Glv 


Val 


Lvs 


Gin 


Tvr 


Glv 


Pro 


Asn 




90 










95 




Asp 


Ser 


He 


Ala 


Tvr 


Glv 


His 


Arg 


105 










110 






Leu 


Ala 


Lvs 


Ser 


Ser 


Leu 


Ser 


Pro 










125 








Trp 


Trp 


He 


Asp 


Gly 


Val 


Gin 


Glu 








140 










Asn 


Pro 


Pro 


Val 


Asn 


He 


Asp 


Ala 






155 








160 


Asn 


Trp 


Ser 


Thr 


He 


Ser 


Gin 


Gin 




170 










175 




Glu 


Gin 


Val 


Ara 


Ala 


He 


Cys 


Leu 


185 










190 




Pro 


Glv 


Ser 


Thr 


Cys 


Pro 


Ser 


Phe 










205 








Glu 


Pro 


Tvr 


Pro 


Asp 


Phe 


Val 


Ala 








220 










Ser 


He 


Ala 


Asp 


Glu 


Lys 


Ala 


Gly 






235 










240 


Tvr 


Glu 


Asn 


Ala 


Asn 


Pro 


Glu 


Cys 




250 










255 




Glv 


Lys 


Val 


Pro 


Ala 


Gly 


Ser 


Asp 


265 










270 






Cys 


Asp 


Glv 


He 


Gly 


Gly 


Ala 












285 








Ala 


He 


Thr 


Gly 


Val 


Val 


Leu 


c^ v 

\j J- y 








300 








Lys 


Cys 


Tvr 


Asn 


Cys 


Gly 


Gin 


He 






315 










320 


Val 


Leu 


Asn 


Lys 


Gin 


Asn 


He 






330 










335 




Glu 


Pro 


Pro 


Asp 


Leu 


Cvs 


Pro 


Arg 


345 










350 






Ser 


Gin 


Cys 


Arg 


Ser 


Lys 


Phe 


Asp 










365 








Asn 


Glu 


Gin 


Arg 


Gly 


Gin 


Pro 


Gin 








380 










Pro 


He 


Gin 


Pro 


Phe 


Val 


Pro 


Gin 






395 










400 


Leu 


Ser 


Gin 


Val 


Phe 


Gin 


Gly 


He 




410 










415 




Cys 


Pro 


Ser 


Pro 


Gin 


Ala 


Ala 


Val 



425 430 



<210> 105 

<211> 279 

<212> DNA 

<213> Homo sapiens 

<400> 105 

atggagattt tacattgctt agggccagat aatcaagaaa gtactgttca gccaatgatt 60 

acttcaattc ctcttaatct gtggggtcga gatttattac aacaatgggg tgcggaaatc 120 

accatgcccg ctccattata tagccccacg agtcaaaaaa tcatgaccaa gatgggatat 180 

ataccaggaa agggactagg gaaaaatgaa gatggcatta aagttccagt tgaggctaaa 240 

ataaatcaag aaagagaagg aatagggtat cctttttag 279 



<210> 106 
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<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 106 

Met Glu lie Leu His Cys Leu Gly Pro Asp Asn Gin Glu Ser Thr Val 

15 10 15 

Gin Pro Met lie Thr Ser lie Pro Leu Asn Leu Trp Gly Arg Asp Leu 

20 25 30 

Leu Gin Gin Trp Gly Ala Glu lie Thr Met Pro Ala Pro Leu Tyr Ser 

35 40 45 

Pro Thr Ser Gin Lys lie Met Thr Lys Met Gly Tyr lie Pro Gly Lys 

50 55 60 

Gly Leu Gly Lys Asn Glu Asp Gly He Lys Val Pro Val Glu Ala Lys 
65 70 75 80 

He Asn Gin Glu Arg Glu Gly He Gly Tyr Pro Phe 



<210> 107 

<211> 4086 

<212> DNA 

<213> Homo sapiens 

<400> 107 

atggggcctc tccaacccgg gttgccctct ccggccatga tcccaaaaga ttggccttta 60 

attataattg atctaaagga ttgctttttt accatccctc tggcagagca ggattgtgaa 120 

aaatttgcct ttactatacc agccataaat aataaagaac cagccaccag gtttcagtgg 180 

aaagtgttac ctcagggaat gcttaatagt ccaactattt gtcagacttt tgtaggtcga 240 

gctcttcaac cagtgagaga aaagttttca gactgttata ttattcatta tattgatgat 300 

attttatgtg ctgcagaaac gaaagataaa ttaattgact gttatacatt tctgcaagca 360 

gaggttgcca atgctggact ggcaatagca tccgataaga tccaaacctc tactcctttt 420 

cattatttag ggatgcagat agaaaataga aaaattaagc cacaaaaaat agaaataaga 480 

aaagacacat taaaaacact aaatgatttt caaaaattac taggagatat taattggatt 540 

cggccaactc taggcattcc tacttatgcc atgtcaaatt tgttctctat cttaagagga 600 

gactcagact taaatagtca aagaatatta accccagagg caacaaaaga aattaaatta 660 

gtggaagaaa aaattcagtc agcgcaaata aatagaatag atcccttagc cccactccaa 720 

cttttgattt ttgccactgc acattctcca acaggcatca ttattcaaaa tactgatctt 780 

gtggagtggt cattccttcc tcacagtaca gttaagactt ttacattgta cttggatcaa 840 

atagctacat taatcggtca gacaagatta cgaataacaa aattatgtgg aaatgaccca 900 

gacaaaatag ttgtcccttt aaccaaggaa caagttagac aagcctttat caattctggt 960 

gcatggcaga ttggtcttgc taattttgtg ggacttattg ataatcatta cccaaaaaca 1020 

aagatcttcc agttcttaaa attgactact tggattctac ctaaaattac cagacgtgaa 1080 

cctttagaaa atgctctaac agtatttact gatggttcca gcaatggaaa agcagcttac 1140 

acagggccga aagaacgagt aatcaaaact ccatatcaat cggctcaaag agacgagttg 1200 

gttgcagtca ttacagtgtt acaagatttt gaccaaccta tcaatattat atcagattct 1260 

gcatatgtag tacaggctac aagggatgtt gagacagctc taattaaata tagcatggat 1320 

gatcagttaa accagctatt caatttatta caacaaactg taagaaaaag aaatttccca 1380 

ttttatatta cttatattcg agcacacact aatttaccag ggcctttgac taaagcaaat 1440 

gaacaagctg acttactggt atcatctgca ctcataaaag cacaagaact tcatgctttg 1500 

actcatgtaa atgcagcagg attaaaaaac aaatttgatg tcacatggaa acaggcaaaa 1560 

gatattgtac aacattgcac ccagtgtcaa gtcttacacc tgcccactca agaggcagga 1620 

gttaatccca gaggtctgtg tcctaatgca ttatggcaaa tggatgtcac gcatgtacct 1680 

tcatttggaa gattatcata tgttcatgta acagttgata cttattcaca tttcatatgg 1740 

gcaacttgcc aaacaggaga aagtacttcc catgttaaaa aacatttatt gtcttgtttt 1800 

gctgtaatgg gagttccaga aaaaatcaaa actgacaatg gaccaggata ttgtagtaaa 1860 

gctttccaaa aattcttaag tcagtggaaa atttcacata caacaggaat tccttataat 1920 

tcccaaggac aggccatagt tgaaagaact aatagaacac tcaaaactca attagttaaa 1980 

caaaaagaag ggggagacag taaggagtgt accactcctc agatgcaact taatctagca 2040 

ctctatactt taaatttttt aaacatttat agaaatcaga ctactacttc tgcagaacaa 2100 

catcttactg gtaaaaagaa cagcccacat gaaggaaaac taatttggtg gaaagataat 2160 

aaaaataaga catgggaaat agggaaggtg ataacgtggg ggagaggttt tgcttgtgtt 2220 

tcaccaggag aaaatcagct tcctgtttgg ttacccacta gacatttgaa gttctacaat 2280 
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gaacccatcg gagatgcaaa gaaaagggcc tccacggaga tggtaacacc agtcacatgg 2340 

atggataatc ctatagaagt atatgttaat gatagtatat gggtacctgg ccccatagat 2400 

gatcgctgcc ctgccaaacc tgaggaagaa gggatgatga taaatatttc cattgggtat 2460 

cgttatcctc ctatttgcct agggagagca ccaggatgtt taatgcctgc agtccaaaat 252 0 

tggttggtag aagtacctac tgtcagtccc atcagtagat tcacttatca catggtaagc 2580 

gggatgtcac tcaggccacg ggtaaattat ttacaagact tttcttatca aagatcatta 2640 

aaatttagac ctaaagggaa accttgcccc aaggaaattc ccaaagaatc aaaaaataca 2700 

gaagttttag tttgggaaga atgtgtggcc aatagtgcgg tgatattata aaacaatgaa 2760 

tttggaacta ttatagattg ggcacctcga ggtcaattct accacaattg ctcaggacaa 2 820 

actcagtcgt gtccaagtgc acaagtgagt ccagctgttg atagcgactt aacagaaagt 2880 

ttagacaaac ataagcataa aaaattgcag tctttctacc cttgggaatg gggagaaaaa 2940 

ggaatctcta ccccaagacc aaaaatagta agtcctgttt ctggtcctga acatccagaa 3 000 

ttatggaggc ttactgtggc ctcacaccac attagaattt ggtctggaaa tcaaacttta 3060 

gaaacaagag attgtaagcc attttatact gtcgacctaa attccagtct aacagttcct 3120 

ttacaaagtt gcgtaaagcc cccttatatg ctagttgtag gaaatatagt tattaaacca 3180 

gactcccaga ctataacctg tgaaaattgt agattgctta cttgcattga ttcaactttt 3240 

aattggcaac accgtattct gctggtgaga gcaagagagg gcgtgtggat ccctgtgtcc 3300 

atggaccgac cgtgggaggc ctcaccatcc gtccatattt tgactgaagt attaaaaggt 3360 

gttttaaata gatccaaaag attcattttt actttaattg cagtgattat gggattaatt 3420 

gcagtcacag ctacggctgc tgtagcagga gttgcattgc actcttctgt tcagtcagta 3480 

aactttgtta atgattggca aaagaattct acaagattgt ggaattcaca atctagtatt 3540 

gatcaaaaat tggcaaatca aattaatgat cttagacaaa ctgtcatttg gatgggagac 3600 

agactcatga gcttagaaca tcgtttccag ttacaatgtg actggaatac gtcagatttt 3660 

tgtattacac cccaaattta taatgagtct gagcatcact gggacatggt tagacgccat 3720 

ctacagggaa gagaagataa tctcacttta gacatttcca aattaaaaga acaaattttc 3780 

gaagcatcaa aagcccattt aaatttggtg ccaggaactg aggcaattgc aggagttgct 3840 

gatggcctcg caaatcttaa ccctgtcact tgggttaaga ccattggaag tacatcgatt 3900 

ataaatctca tattaatcct tgtgtgcctg ttttgtctgt tgttagtctg caggtgtacc 3960 

caacagctcc gaagagacag cgaccatcga gaacgggcca tgatgacgat ggcggttttg 4020 

tcgaaaagaa aagggggaaa tgtggggaaa agcaagagag atcaaattgt tactgtgtct 4080 

gtgtag 4086 



<210> 108 

<211> 1361 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC^FEATURE 

<222> (1) . . (1361) 

<223> Xaa=Any amino acid 



<400> 108 



Met 


Gly 


Pro 


Leu 


Gin 


Pro 


Gly Leu 


Pro 


Ser 


Pro 


Ala 


Met 


He 


Pro Lys 


1 








5 










10 










15 


Asp 


Trp 


Pro 


Leu 


He 


He 


He Asp Leu Lys Asp Cys 


Phe 


Phe 


Thr He 








20 










25 










30 




Pro 


Leu 


Ala 
35 


Glu 


Gin 


Asp 


Cys 


Glu 
40 


Lys 


Phe 


Ala 


Phe 


Thr 
45 


He 


Pro Ala 


He 


Asn 
50 


Asn 


Lys 


Glu 


Pro 


Ala 
55 


Thr 


Arg 


Phe 


Gin 


Trp 
60 


Lys 


Val 


Leu Pro 


Gin 


Gly 


Met 


Leu 


Asn 


Ser 


Pro 


Thr 


He Cys 


Gin 


Thr 


Phe 


Val 


Gly Arg 


65 










70 










75 








80 


Ala 


Leu 


Gin 


Pro 


Val 
85 


Arg 


Glu 


Lys 


Phe 


Ser 
90 


Asp 


Cys 


Tyr 


He 


He His 
95 


Tyr 


He 


Asp 


Asp 
100 


He 


Leu 


Cys 


Ala 


Ala 
105 


Glu 


Thr 


Lys 


Asp 


Lys 
110 


Leu He 


Asp 


Cys 


Tyr 


Thr 


Phe 


Leu 


Gin 


Ala 


Glu 


Val 


Ala Asn Ala Gly Leu Ala 






115 










120 










125 






He 


Ala 


Ser 


Asp 


Lys 


He 


Gin 


Thr 


Ser 


Thr 


Pro 


Phe 


His 


Tyr Leu Gly 




130 










135 










140 








Met 


Gin 


He 


Glu 


Asn 


Arg 


Lys 


He 


Lys 


Pro 


Gin 


Lys 


He 


Glu 


He Arg 
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145 

Lys Asp Thr Leu 

lie Asn Trp lie 
180 

Asn Leu Phe Ser 
195 

lie Leu Thr Pro 
210 

lie Gin Ser Ala 
225 

Leu Leu lie Phe 

Asn Thr Asp Leu 
260 

Thr Phe Thr Leu 
275 

Arg Leu Arg lie 
290 

Val Pro Leu Thr 
305 

Ala Trp Gin lie 

Tyr Pro Lys Thr 
340 

Leu Pro Lys lie 
355 

Phe Thr Asp Gly 

370 

Glu Arg Val He 
385 

Val Ala Val He 

lie Ser Asp Ser 
420 

Ala Leu lie Lys 
435 

Leu Leu Gin Gin 
450 

Tyr He Arg Ala 
465 

Glu Gin Ala Asp 

Leu His Ala Leu 

500 

Asp Val Thr Trp 

515 

Cys Gin Val Leu 
530 

Gly Leu Cys Pro 
545 

Ser Phe Gly Arg 

His Phe He Trp 
580 

Lys Lys His Leu 
595 

He Lys Thr Asp 
610 

Phe Leu Ser Gin 
625 

Ser Gin Gly Gin 





150 






Lys 


Thr 


Leu 


Asn 


165 








Arg 


Pro 


Thr 


Leu 


He 


Leu 


Arg 


Gly 








200 


Glu 


Ala 


Thr 


Lys 






215 




Gin 


He 


Asn 


Arg 




230 






Ala 


Thr 


Ala 


His 


245 








Val 


Glu 


Trp 


Ser 


Tyr 


Leu 


Asp 


Gin 








280 


Thr 


Lys 


Leu 


Cys 






295 




Lys 


Glu 


Gin 


Val 




310 






Gly Leu 


Ala 


Asn 


325 








Lys 


He 


Phe 


Gin 


Thr 


Arg 


Arg 


Glu 








360 


Ser 


Ser 


Asn 


Gly 






375 




Lys 


Thr 


Pro 


Tyr 




390 






Thr 


Val 


Leu 


Gin 


405 








Ala 


Tyr 


Val 


Val 


Tyr 


Ser 


Met 


Asp 








440 


Thr 


Val 


Arg 


Lys 






455 




His 


Thr 


Asn 


Leu 




470 






Leu 


Leu 


Val 


Ser 


485 








Thr 


His 


Val 


Asn 


Lys 


Gin 


Ala 


Lys 








520 


His 


Leu 


Pro 


Thr 






535 




Asn 


Ala 


Leu 


Trp 




550 






Leu 


Ser 


Tyr 


Val 


565 








Ala 


Thr 


Cys 


Gin 


Leu 


Ser 


Cys 


Phe 








600 


Asn Gly 


Pro 


Gly 






615 




Trp 


Lys 


He 


Ser 




630 






Ala 


He 


Val 


Glu 



645 



SEQUENCE LIS 


;tinc 






155 




Asp 


Phe 


Gin 


Lys 




170 






Glv 


He 


Pro 


Thr 


185 








Asp 


Ser 


Asp 


Leu 


Glu 


He 


Lys 


Leu 








220 


He 


Asp 


Pro 


Leu 






235 




Ser 


Pro 


Thr 


Gly 




250 






Phe 


Leu 


Pro 


His 


265 








He 


Ala 


Thr 


Leu 


Gly 


Asn 


Asp 


Pro 








300 


Ara 


Gin 


Ala 


Phe 






315 




Phe 


Val 


Gly Leu 




330 






Phe 


Leu 


Lys 


Leu 


345 








Pro 


Leu 


Glu 


Asn 


Lys 


Ala 


Ala 


Tyr 








380 


Gin 


Ser 


Ala 


Gin 






395 




Asp 


Phe 


Asp 


Gin 




410 






Gin 


Ala 


Thr 


Arg 


425 








Asp 


Gin 


Leu 


Asn 


Arg 


Asn 


Phe 


Pro 








460 


Pro 


Gly 


Pro 


Leu 






475 




Ser 


Ala 


Leu 


He 




490 






Ala 


Ala 


Gly Leu 


505 








Asp 


He 


Val 


Gin 


Gin 


Glu 


Ala 


Gly 








540 


Gin 


Met 


Asp 


Val 






555 




His 


Val 


Thr 


Val 




570 






Thr 


Glv 


Glu 


Ser 


585 








Ala 


Val 


Met Gly 


Tyr 


Cys 


Ser 


Lys 








620 


His 


Thr 


Thr Gly 






635 




Arg 


Thr 


Asn Arg 




650 
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.ST25 

160 



Leu 


Leu 


Gly Asp 






± / D 






Ala 




Ser 




190 






Asn 


OCX. 


\jXTL 


Arg 


205 






Val 




Glu 


Lys 


Ala 


Pro 


Leu 


Gin 








240 


He 


He 


He 


Gin 






255 








Val 


Lys 




270 




Tie 


VJ J. Jjf 


Gin 


Thr 












Ti\/'Q 
J_i jr a 


He 


Val 


He 


Asn 


Ser Gly 








320 


He 




Asn 








335 




Thr 


Thr 


Tro 


He 




350 






Ala 


Leu 


Thr 


V CLX 


J \J J 








Thr 


vjj -L _y 


Pro 


Lys 


Arg 


Asp 


Glu 


Leu 








400 


Pro 


He 


Asn 


He 






415 




Asp 


Val 


Glu 


Thr 




430 






Gin 


UCLi. 


Phe 


Asn 


445 












He 


Thr 


Thr 


Lys 


Ala 


Asn 








480 


Lys 


Ala 


Gin 


Glu 






495 




Lys 


Asn 


Lys 


Phe 




510 






His 


Cys 


Thr 


Gin 


525 








Val 


Asn 


Pro 


Arg 


Thr 


His 


Val 


Pro 








560 


Asp 


Thr 


Tyr 


Ser 






575 




Thr 


Ser 


His 


Val 




590 






Val 


Pro 


Glu 


Lys 


605 






Ala 


Phe 


Gin 


Lys 


He 


Pro 


Tyr 


Asn 








640 


Thr 


Leu 


Lys 


Thr 






655 





SEQUENCE LISTING. ST2 5 



Gin 


Leu 


Val 


Lys 
660 


Gin 


Lys 


Glu 


Gly 


Gly 
665 


Asp 


Ser 


Lys 


Glu 


Cys 
670 


Thr 


Thr 


Pro 


Gin 


Met 


Gin 


Leu 


Asn 


Leu 


Ala 


Leu 


Tyr 


Thr 


Leu 


Asn 


Phe 


Leu 


Asn 






675 










680 








685 








He 


Tyr 


Arg 


Asn 


Gin 


Thr 


Thr 


Thr 


Ser 


Ala 


Glu 


Gin 


His 


Leu 


Thr 


Gly 




690 










695 










700 








Lys 


Lys 


Asn 


Ser 


Pro 


His 


Glu 


Gly 


Lys 


Leu 


He 


Trp 


Trp 


Lys 


Asp 


Asn 


705 










710 










715 




720 


Lys 


Asn 


Lys 


Thr 


Trp 


Glu 


He 


Gly 


Lys 


Val 


He 


Thr 


Trp 


Gly 


Arg 


Gly 










725 










730 










735 


Phe 


Ala 


Cys 


Val 
740 


Ser 


Pro 


Gly 


Glu 


Asn 
745 


Gin 


Leu 


Pro 


Val 


Trp 
750 


Leu 


Pro 


Thr 


Arg 


His 


Leu 


Lys 


Phe 


Tyr 


Asn 


Glu 


Pro 


He 


Gly 


Asp 


Ala 


Lys 


Lys 






755 










760 










765 




Arg 


Ala 


Ser 


Thr 


Glu 


Met 


Val 


Thr 


Pro 


Val 


Thr 


Trp 


Met 


Asp 


Asn 


Pro 




770 










775 










780 








He 


Glu 


Val 


Tyr 


Val 


Asn 


Asp 


Ser 


He 


Trp 


Val 


Pro 


Gly 


Pro 


He 


ASD 


785 










790 










795 








800 


Asp 


Arg 


Cys 


Pro 


Ala 

805 


Lys 


Pro 


Glu 


Glu 


Glu 
810 


Gly 


Met 


Met 


He 


Asn 
815 


He 


Ser 


He 


Gly 


Tyr 


Arg 


Tyr 


Pro 


Pro 


He 


Cys 


Leu 


Gly 


Arg 


Ala 


Pro 


Gly 








820 










825 








830 




Cys 


Leu 


Met 
835 


Pro 


Ala 


Val 


Gin 


Asn 
840 


Trp 


Leu 


Val 


Glu 


Val 
845 


Pro 


Thr 


Val 


Ser 


Pro 


He 


Ser 


Arg 


Phe 


Thr 


Tyr 


His 


Met 


Val 


Ser 


Gly 


Met 


Ser 


Leu 




850 










855 










860 








Arg 


Pro 


Arg 


Val 


Asn 


Tyr 


Leu 


Gin 


Asp 


Phe 


Ser 


Tyr 


Gin 


Arg 


Ser 


Leu 


865 










870 










875 






880 


Lys 


Phe 


Arg 


Pro 


Lys 
885 


Gly 


Lys 


Pro 


Cys 


Pro 
890 


Lys 


Glu 


He 


Pro 


Lys 
895 


Glu 


Ser 


Lys 


Asn 


Thr 


Glu 


Val 


Leu 


Val 


Trp 


Glu 


Glu 


Cys 


Val 


Ala 


Asn 


Ser 








900 










905 








910 






Ala 


Val 


He 


Leu 


Xaa 


Asn 


Asn 


Glu 


Phe 


Gly 


Thr 


He 


He 


Asp 


Trp 


Ala 






915 










920 










925 




Pro 


Arg 


Gly 


Gin 


Phe 


Tyr 


His 


Asn 


Cys 


Ser 


Gly 


Gin 


Thr 


Gin 


Ser 


Cys 




930 










935 










940 








Pro 


Ser 


Ala 


Gin 


Val 


Ser 


Pro 


Ala 


Val 


Asp 


Ser 


Asp 


Leu 


Thr 


Glu 


Ser 


945 










950 










955 










960 


Leu 


Asp 


Lys 


His 


Lys 
965 


His 


Lys 


Lys 


Leu 


Gin 
970 


Ser 


Phe 


Tyr 


Pro 


Trp 
975 


Glu 


Trp 


Gly 


Glu 


Lys 


Gly 


He 


Ser 


Thr 


Pro 


Arg 


Pro 


Lys 


He 


Val 


Ser 


Pro 



980 985 990 

Val Ser Gly Pro Glu His Pro Glu Leu Trp Arg Leu Thr Val Ala Ser 
995 1000 1005 



His His 


He 


Arg 


He 


Trp 


Ser 


Gly 


Asn 


Gin 


Thr 


Leu 


Glu 


Thr 


Arg 


1010 










1015 










1020 






Asp Cys 


Lys 


Pro 


Phe 


Tyr 


Thr 


Val 


Asp 


Leu 


Asn 


Ser 


Ser 


Leu 


Thr 


1025 










1030 










1035 








Val Pro 


Leu 


Gin 


Ser 


Cys 


Val 


Lys 


Pro 


Pro 


Tyr 


Met 


Leu 


Val 


Val 


1040 










1045 










1050 








Gly Asn 


He 


Val 


He 


Lys 


Pro 


Asp 


Ser 


Gin 


Thr 


He 


Thr 


Cys 


Glu 


1055 










1060 










1065 






Asn Cys 


Arg 


Leu 


Leu 


Thr 


Cys 


He 


Asp 


Ser 


Thr 


Phe 


Asn 


Trp 


Gin 


1070 










1075 










1080 






His Arg 


He 


Leu 


Leu 


Val 


Arg 


Ala 


Arg 


Glu 


Gly 


Val 


Trp 


He 


Pro 


1085 










1090 










1095 






Val Ser 


Met 


Asp 


Arg 


Pro 


Trp 


Glu 


Ala 


Ser 


Pro 


Ser 


Val 


His 


He 


1100 










1105 










1110 








Leu Thr 


Glu 


Val 


Leu 


Lys 


Gly 


Val 


Leu 


Asn 


Arg 


Ser 


Lys 


Arg 


Phe 


1115 










1120 










1125 






He Phe 


Thr 


Leu 


He 


Ala 


Val 


He 


Met 


Gly 


Leu 


He 


Ala 


Val 


Thr 


1130 










1135 








1140 








Ala Thr 


Ala 


Ala 


Val 


Ala 


Gly 


Val 


Ala 


Leu 


His 


Ser 


Ser 


Val 


Gin 
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SEQUENCE LISTING. ST25 
1145 1150 1155 



Ser 


Val 


Asn Phe Val Asn Asp 


Trp 


Gin 


Lys 


Asn 


Ser 


Thr 


Arg 


Leu 




1160 


1165 










1170 






Trp Asn 


Ser Gin Ser Ser lie 


Asp 


Gin 


Lys 


Leu 


Ala 


Asn 


Gin 


He 




1175 


1180 










1185 








Asn Asp 


Leu Arg Gin Thr Val 


He 


Trp 


Met 


Gly 


Asp 


Arg 


Leu 


Met 




1190 


1195 










1200 






Ser 


Leu 


Glu His Arg Phe Gin 


Leu 


Gin 


Cys 


Asp 


Trp 


Asn 


Thr 


Ser 




1205 


1210 










1215 








Asp 


Phe 


Cys lie Thr Pro Gin 


He 


Tyr 


Asn 


Glu 


Ser 


Glu 


His 


His 




1220 


1225 










1230 








Trp 


Asp 


Met Val Arg Arg His 


Leu 


Gin 


Gly 


Arg 


Glu 


Asp 


Asn 


Leu 




1235 


1240 










1245 






Thr 


Leu 


Asp lie Ser Lys Leu 


Lys 


Glu 


Gin 


He 


Phe 


Glu 


Ala 


Ser 




1250 


1255 










1260 








Lys 


Ala 


His Leu Asn Leu Val 


Pro 


Gly 


Thr 


Glu 


Ala 


He 


Ala 


Gly 




1265 


1270 










1275 






Val 


Ala 


Asp Gly Leu Ala Asn 


Leu 


Asn 


Pro 


Val 


Thr 


Tro 


Val 


Lys 




1280 


1285 










1290 




Thr 


lie 


Gly Ser Thr Ser lie 


He 


Asn 


Leu 


He 


Leu 


He 


Leu 


Val 




1295 


1300 










1305 








Cys 


Leu 


Phe Cys Leu Leu Leu 


Val 


Cys 


Arg 


Cys 


Thr 


Gin 


Gin 


Leu 




1310 


1315 










1320 








Arg 


Arg 


Asp Ser Asp His Arg 


Glu 


Arg 


Ala 


Met 


Met 


Thr 


Met 


Ala 




1325 


1330 










1335 








Val 


Leu 


Ser Lys Arg Lys Gly 


Gly 


Asn 


Val 


Gly 


Lys 


Ser 


Lys 


Arg 




1340 


1345 










1350 




Asp 


Gin 


He Val Thr Val Ser 


Val 

















1355 1360 



<210> 109 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 109 



Met 


Asn 


Pro 


Ser 


Glu 


Met Gin Arg 


Lys 


Ala 


Pro 


Pro 


Arg Arg Arg Arg 


1 








5 






10 






15 




His 


Arg 


Asn 


Arg 


Ala 


Pro Leu Thr 


His 


Lys 


Met 


Asn 


Lys Met Val 


Thr 








20 






25 








30 




Ser 


Glu 


Glu 


Gin 


Met 


Lys Leu Pro 


Ser 


Thr 


Lys 


Lys 


Ala Gly Pro 


Pro 






35 






40 










45 




Thr Trp 


Ala 


Gin 


Leu 


Lys Lys Leu 


Thr 


Gin 


Leu 


Ala 


Thr Lys Tyr 


Leu 




50 








55 








60 




Glu 


Asn 


Thr 


Lys 


Val 


Thr Gin Thr 


Pro 


Glu 


Ser 


Met 


Leu Leu Ala 


Ala 


65 










70 






75 






80 


Leu 


Met 


He 


Val 


Ser 


Met Val Ser 


Ala Gly Val 


Pro 


Asn Ser Ser 


Glu 










85 






90 






95 




Glu 


Thr 


Ala 


Thr 


He 


Glu Asn Gly 


Pro 


















100 




105 













<210> 110 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 110 

gaaaaaaatc aaaaaaagaa 
<210> 111 
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SEQUENCE LISTING. ST2 5 



<211> 
<212> 
<213> 



17 
DNA 

Homo sapiens 



<400> 111 
agccattaat gccataa 



17 



<210> 112 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 112 

taaataggat cactt 15 

<210> 113 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 113 

ggtgcggaaa tcaccatgcc cgctccat 28 

<210> 114 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 114 

attatatagc cccacgag 18 



<210> 115 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 115 

caagatggga tatataccag g 21 



<210> 116 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 116 

aaaacagaaa aaccggtg 18 

<210> 117 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 117 

aaatcagtgg ccgcta 16 



<210> 118 



Page 58 



SEQUENCE LISTING. ST2 5 



<211> 

<212> 
<213> 



17 

DNA 

Homo sapiens 



<400> 118 
agttagaaaa gggtcac 



17 



<210> 119 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 119 

tgagccttcg ttctca 16 



<210> 120 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 120 

aggcaaatgg catacgt 17 



<210> 121 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 121 

ggcctctcca acccg 15 



<210> 122 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 122 

gagcaggatt gtgaaaa 17 



<210> 123 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 123 

tcttcaacca gtgagagaaa a 21 

<210> 124 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 124 

attatattga tgatatttta 20 



<210> 125 
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SEQUENCE LISTING. ST2 5 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 125 
aacgaaagat aaatt 



<210> 126 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 126 
tgactgttat acatt 



<210> 127 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 127 
ttcattattt agggat 



<210> 128 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 128 

agatagaaaa tagaaaaat 



<210> 129 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 129 
attattcaaa atact 



<210> 130 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 130 
aataacaaaa ttatgt 



<210> 131 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 131 
agacaaaata gttgt 



<210> 132 
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SEQUENCE LISTING. ST2 5 



<211> 
<212> 
<213> 



17 

DNA 

Homo sapiens 



<400> 132 
tccctttaac caaggaa 



17 



<210> 133 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 133 

aaaagaatga gtcat 15 



<210> 134 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 134 

cagtatcact tgact 15 



<210> 135 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 135 

ttttaatcag tctattaaca ttg 23 



<210> 136 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 136 

aaaggatatt gagaga 16 



<210> 137 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 137 

cctaatcaaa tacatt 16 



<210> 138 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 138 

cgctgtttaa tttgt 15 



<210> 139 
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SEQUENCE LISTING. ST2 5 



<211> 
<212> 
<213> 



16 

DNA 

Homo sapiens 



<400> 139 
tgcattcatg gaagca 



16 



<210> 140 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 140 

actcaggagg caaga 15 

<210> 141 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 141 

ttaagagaca tttatt 16 



<210> 142 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 142 

taaagcagtt caaaaa 16 



<210> 143 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 143 

aataggaatt ctcta 15 



<210> 144 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 144 

aaagctcaat tggtta 16 



<210> 145 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 145 

acggacgatc atttaa 16 



<210> 146 
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<211> 666 
<212> PRT 
<213> Homo sapiens 



<400> 146 



Met 


Gly 


Gin 


Thr 


Lys 


Ser 


Lys 


He 


1 








5 








Ser 


Phe 


He 


Lys 


He 


Leu 


Leu 


Lys 








20 










Lys 


Asn 


Leu 


He 


Lys 


Leu 


Phe 


Gin 






35 










40 


Phe 


Pro 


Glu 


Gin 


Gly 


Thr 


Leu 


Asp 




50 










55 


Lys 


Glu 


Leu 


Lys 


Gin 


Ala 


Gly 


Arg 


65 










70 






Val 


Trp 


Asn 


Asp 


Trp 


Ala 


He 


He 










85 








Thr 


Glu 


Glu 


Asp 


Ser 


Val 


Ser 


Val 








100 










He 


Asp 


Cys 


Asn 


Glu 


Asn 


Thr 


Gly 






115 










120 


Gly 


Leu 


His 


Cys 


Glu 


Tyr 


Val 


Ala 




130 










135 




Gin 


Asn 


Val 


Asp 


Tyr 


Asn 


Gin 


Leu 


145 










150 






Leu 


Lys 


Leu 


Glu 


Gly 


LVS 


Gly 


Pro 










165 








Lys 


Pro 


Arg 


Gly 


Thr 


Ser 


Pro 


Leu 








180 










Leu 


Gin 


Pro 


Gin 


Lys 


Gin 


Val 


Lvs 






195 










200 


Ala 


Tyr 


Gin 


Tyr 


Trp 


Pro 


Pro 


Ala 




210 










215 




Glu 


Ser 


Gin 


Tyr 


Gly 


Tyr 


Pro 


Gly 


225 










230 






Ala 


Pro 


Tyr 


Pro 


Gin 


Pro 


Pro 


Thr 










245 








Pro 


Ser 


Arg 


Gin 


Gly 


Ser 


Lys 


Leu 








260 










Lys 


Glu 


Gly 


Asp 


Thr 


Glu 


Ala 


Trp 






275 










280 


Met 


Pro 


Pro 


Gly 


Glu 


Gly 


Ala 


Gin 




290 










295 




Ala 


Arg 


Tyr 


Lys 


Ser 


Phe 


Ser 


He 


305 










310 






Gly 


Val 


Lys 


Gin 


Tyr 


Gly 


Pro 


Asn 










325 








Asp 


Ser 


He 


Ala 


His 


Gly 


His 


Arg 








340 










Gin 


Ala 


Lys 


Ser 


Ser 


Leu 


Ser 


Pro 






355 










360 


Trp 


Trp 


He 


Asp 


Gly 


Val 


Gin 


Glu 




370 










375 




Asn 


Pro 


Pro 


Val 


Asn 


He 


Asp 


Ala 


385 










390 






Asn 


Trp 


Ser 


Thr 


He 


Ser 


Gin 


Gin 










405 








Glu 


Gin 


Val 


Arg 


Ala 


He 


Cys 


Leu 








420 










Pro 


Gly 


Ser 


Thr 


Cys 


Pro 


Ser 


Phe 






435 










440 


Glu 


Pro 


Tyr 


Pro 


Asp 


Phe 


Val 


Ala 




450 










455 





SEQUENCE LISTING. ST2 5 



Lys 


Ser 


Lvs 


Tvr 


Ala 


Ser 


Tvr 


Leu 




10 










15 




Arg 


Gly 


Glv 


Val 


Lys 


Val 


Ser 


Thr 


25 










30 






He 


He 


Glu 


Gin 


Phe 


Cys 


Pro 












45 








Leu 


Lys 


Asp 




Lys 


Arg 


He 


Glv 








60 










Lys 


Glv 


Asn 


He 


He 


Pro 


Leu 


Thr 






75 










80 


Lys 


Ala 


Ala 


Leu 


Glu 


Pro 


Phe 


Gin 




90 










95 




Ser 


Asp 


Ala 


Pro 


Glv 


Ser 


Cys 


He 


105 










110 






Lys 


Lys 


Ser 


Gin 


Lys 


Glu 


Thr 


\J -L U. 










125 








Glu 


Pro 


Val 


Met 


Ala 


Gin 


Ser 


Thr 








140 










Gin 


Glu 


Val 


He 


Tvr 


Pro 


Glu 


Thr 






155 










160 


Glu 


Leu 


Val 


Gly 


Pro 




V7X U. 


Ofay 




170 










175 




Pro 


Ala 


Gly 


Gin 


Val 


Pro 


Val 


Thr 


185 










190 






Glu 


Asn 


Lys 


Thr 


Gin 


Pro 


Pro 


Val 










205 








Glu 


Leu 


Gin 


Tvr 

X jr J- 


Arg 


Pro 


Pro 


Pro 








220 










Met 


Pro 


Pro 


Ala 


Pro 


Gin 


Glv 


Arg 






235 










240 


Arg 


Arg 


Leu 


Asn 


Pro 


Thr 


Ala 


Pro 




250 










255 




His 


Glu 


He 


He 


Asp 


Lys 


Ser 


Arcr 


265 










270 






Gin 


Phe 


Pro 


Val 


Thr 


Leu 


Glu 


Pro 










285 








Glu 


Glv 


Glu 


Pro 


Pro 


Thr 


Val 


Glu 








300 










Lys 


Lys 


Leu 


Lys 


Asp 


Met 


Lys 


Glu 






315 










320 


Ser 


Pro 


Tvr 


Met 


Arg 


Thr 


Leu 


Leu 




330 










335 




Leu 


He 


Pro 


Tvr 


Asp 


Tro 


Glu 


He 


345 










350 






Ser 


Gin 


Phe 


Leu 


Gin 


Phe 


Lys 


Thr 










365 






Gin 


Val 


Arg 


Arg 


Asn 


Arg 


Ala 


Ala 








380 










Asp 


Gin 


Leu 


Leu 


Gly 


He 


Gly 


Gin 






395 










400 


Ala 


Leu 


Met 


Gin 


Asn 


Glu 


Ala 


He 




410 










415 




Arg 


Ala 


Trp 


Glu 


Lys 


He 


Gin 


Asp 


425 










430 






Asn 


Thr 


Val 


Arg 


Gin 


Gly 


Ser 


Lys 










445 








Arg 


Leu 


Gin 


Asp 


Val 


Ala 


Gin 


Lys 



460 
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Ser 


He 


Ala 


Asp 


Glu 


Lys 


Ala 


Arg 


465 










470 




Tyr 


Glu 


Asn 


Ala 


Asn 


Pro 


Glu 


Cys 










485 








Gly 


Lys 


Val 


Pro 


Ala 


Gly 


Ser 


Asp 








500 










Cys 


Asp 


Gly 


He 


Gly 


Gly 


Ala 


Met 






515 










520 


Ala 


He 


Thr 


Gly 


Val 


Val 


Leu 


Gly 




530 










535 


Lys 


Cys 


Tyr 


Asn 


Cys 


Gly 


Gin 


He 


545 










550 






Val 


Leu 


Asn 


Lys 


Gin 


Asn 


He 


Thr 










565 








Glu 


Pro 


Pro 


Asp 


Leu 


Cys 


Pro 


Arg 








580 








Ser 


Gin 


Cys 


Arg 


Ser 


Lys 


Phe 


Asp 






595 










600 


Asn 


Glu 


Gin 


Arg 


Gly 


Gin 


Pro 


Gin 




610 










615 




Pro 


He 


Gin 


Pro 


Phe 


Val 


Pro 


Gin 


625 










630 






Leu 


Ser 


Gin 


Val 


Phe 


Gin 


Gly 


He 










645 






Cys 


Pro 


Pro 


Pro 


Gin 


Ala 


Ala 


Val 








660 










<210> 147 












<211> 333 












<212> PRT 












<213> Homo 


sapiens 








<400> 147 












Trp 


Ala 


Thr 


He 


Val 


Gly 


Lys 


Arg 


1 








5 








Thr 


Thr 


Asn 


Trp 


Gly 


He 


Pro 


Asn 








20 










Ser 


Gly 


Thr 


Thr 


Thr 


Pro 


Thr 


Val 






35 










40 


Val 


Thr 


Thr 


He 


Gin 


Gin 


Leu 


Ser 




50 










55 




Val 


Asp 


Leu 


Cys 


Thr 


He 


Gin 


Ala 


65 










70 






Pro 


Gin 


Lys 


Thr 


Pro 


Thr 


Gly 


Val 










85 






Val 


Gly 


Leu 


He 


Leu 


Gly 


Arg 


Ser 








100 










He 


His 


Thr 


Ser 


Val 


Val 


Asp 


Ser 






115 










120 


Val 


He 


Ser 


Ser 


Ser 


He 


Pro 


Trp 




130 










135 


Ala 


Gin 


Leu 


Leu 


Leu 


Leu 


Pro 


Tyr 


145 










150 




Lys 


Arg 


He 


Gly 


Gly 


Leu 


Gly 


Ser 










165 








Tyr 


Trp 


Ala 


Ser 


Gin 


Val 


Ser 


Glu 








180 










He 


Gin 


Gly 


Lys 


Gin 


Phe 


Glu 


Gly 






195 










200 


Ser 


He 


He 


Ala 


Leu 


Asn 


Gin 


Trp 




210 










215 


Ala 


Val 


Thr 


Gly 


Leu 


Val 


Gly 


He 



SEQUENCE LISTING. ST2 5 



Lys 


Val 


He 


Val 


Glu 


Leu 


Met 


Ala 






475 










480 


Gin 


Ser 


Ala 


He 


Lvs 


Pro 


Leu 


Lys 




490 










495 




Val 


He 


Ser 


Glu 


Tvr 


Val 


Lys 


Ala 


505 










510 






His 


Lys 


Ala 


Met 


Leu 


Met 


Ala 


Gin 










525 








Gly 


Gin 


Val 


Arg 


Thr 


Phe 


Glv 


Arg 








540 










Gly 


His 


Leu 


Lys 


Lys 


Asn 


Cys 


Pro 






555 










560 


He 


Gin 


Ala 


Thr 


Thr 


Thr 


Gly 


Arg 




570 










575 


Cys 


Lvs 


Lvs 


Gly 


Lvs 


His 


Tro 


Ala 


585 










590 






Lys 


Asn 


Glv 


Gin 


Pro 


Leu 


Ser 


Gly 










605 








Ala 


Pro 


Gin 


Gin 


Thr 


Gly 


Ala 


Phe 








620 










Gly 


Phe 


Gin 


Gly 


Gin 


Gin 


Pro 


Pro 






635 










640 


Ser 


Gin 


Leu 


Pro 


Gin 


Tyr 


Asn 


Asn 




650 










655 




Gin 


Gin 














665 
















Ala 


Lvs 


Glv 


Pro 


Ala 


Ser 


Glv 


Pro 




10 










15 




Ser 


Ala 


He 


Cys 


Ser 


Ser 


Gly 


Phe 


25 










30 






Pro 


Ser 


Val 


Ser 


Glv 


Asn 


Lys 


Pro 










45 








Pro 


Ala 


Thr 


Ser 


Gly 


Ser 


Ala 


Ala 








60 










Val 


Ser 


Leu 


Leu 


Pro 


Glv 


Glu 


Pro 






75 










80 


Tyr 


Gly 


Pro 


Leu 


Pro 


Lvs 


Glv 


Thr 




90 










95 




Ser 


Leu 


Asn 


Leu 


Lvs 


Gly 


Val 


Gin 


105 










110 






Asp 


Tyr 


Lys 


Gly 


Glu 


He 


Gin 


Leu 










125 








Ser 


Ala 


Ser 


Pro 


Ara 


Asp 


Ara 


He 








140 










He 


Lys 


Gly 


Gly 


Asn 


Ser 


Glu 


He 






155 










160 


Thr 


Asp 


Pro 


Thr 


Gly 


Lys 


Ala 


Ala 




170 










175 




Asn 


Arg 


Pro 


Val 


Cys 


Lys 


Ala 


He 


185 










190 






Leu 


Val 


Asp 


Thr 


Gly 


Ala 


Asp 


Val 










205 








Pro 


Lys 


Asn 


Trp 


Pro 


Lys 


Gin 


Lys 








220 










Gly 


Thr 


Ala 


Ser 


Glu 


Val 


Tyr 


Gin 
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SEQUENCE LISTING. ST2 5 



225 










230 










235 








240 


Ser 


Thr 


Glu 


He 


Leu 


His 


Cys 


Leu Gly 


Pro 


Asp 


Asn 


Gin 


Glu 


Ser Thr 










245 










250 










255 


Val 


Gin 


Pro 


Met 


He 


Thr 


Ser 


He 


Pro 


Leu 


Asn 


Leu 


Trp 


Gly 


Arg Asp 








260 










265 










270 


Leu 


Leu 


Gin 


Gin 


Trp 


Gly 


Ala 


Glu 


He 


Thr 


Met 


Pro 


Ala 


Pro 


Ser Tyr 






275 










280 










285 




Ser 


Pro 


Thr 


Ser 


Gin 


Lys 


He 


Met 


Thr 


Lys 


Met 


Gly 


Tyr 


He 


Pro Gly 




290 










295 










300 






Lys 


Gly 


Leu 


Gly Lys 


Asn 


Glu 


Asp 


Gly 


He 


Lys 


He 


Pro 


Val 


Glu Ala 


305 










310 










315 








320 


Lys 


He 


Asn 


Gin 


Glu 


Arg 


Glu 


Gly 


He 


Gly 


Asn 


Pro 


Cys 














325 










330 











<210> 148 

<211> 956 

<212> PRT 

<213> Homo sapiens 



<400> 148 



Asn 


Lys 


Ser 


Arg 


Lys 


Ara 


Arcr 


Asn 


Arg 


Glu 


Ser 


Leu 


Leu 


Gly 


Ala 


Ala 


1 








5 










10 








15 




Thr 


Val 


Glu 


Pro 


Pro 


Lys 


Pro 


He 


Pro 


Leu 


Thr 


Tro 


Lys 


Thr 


Glu 


Lys 








20 










25 










30 




Pro 


Val 


Trp 
35 


Val 


Asn 


Gin 


Tro 


Pro 

40 


Leu 


Pro 


Lys 


Gin 


Lys 

45 


Leu 


Glu 


Ala 


Leu 


His 
50 


Leu 


Leu 


Ala 


Asn 


Glu 
55 


Gin 


Leu 


Glu 


Lys 


Glv 
60 


His 


He 


Glu 


Pro 


Ser 


Phe 


Ser 


Pro 


Trp 


Asn 


Ser 


Pro 


Val 


Phe 


Val 


He 


Gin 


Lys 


Lys 


Ser 


65 










70 










75 






80 


Gly 


Lys 


Trp 


Arg 


Met 
85 


Leu 


Thr 


Asp 


Leu 


Arg 
90 


Ala 


Val 


Asn 


Ala 


Val 
95 


He 


Gin 


Pro 


Met 


Gly 


Pro 


Leu 


Gin 


Pro Gly 


Leu 


Pro 


Ser 


Pro 


Ala 


Met 


He 








100 










105 










110 






Pro 


Lys 


Asp 


Trp 


Pro 


Leu 


He 


He 


He 


Asp 


Leu 


Lys 


Asp 


Cys 


Phe 


Phe 






115 










120 










125 






Thr 


He 
130 


Pro 


Leu 


Ala 


Glu 


Gin 
135 


Asp 


Cys 


Glu 


Lys 


Phe 
140 


Ala 


Phe 


Thr 


He 


Pro 


Ala 


He 


Asn 


Asn 


Lys 


Glu 


Pro 


Ala 


Thr 


Arg 


Phe 


Gin 


Trp 


Lys 


Val 


145 










150 










155 






160 


Leu 


Pro 


Gin 


Gly 


Met 
165 


Leu 


Asn 


Ser 


Pro 


Thr 
170 


He 


Cys 


Gin 


Thr 


Phe 
175 


Val 


Gly 


Arg 


Ala 


Leu 


Gin 


Pro 


Val 


Arg 


Glu 


Lys 


Phe 


Ser 


Asp 


Cys 


Tyr 


He 








180 










185 










190 




He 


His 


Cys 
195 


He 


Asp 


Asp 


He 


Leu 
200 


Cys 


Ala 


Ala 


Glu 


Thr 
205 


Lys 


Asp 


Lys 


Leu 


He 


Asp 


Cys 


Tyr 


Thr 


Phe 


Leu 


Gin 


Ala 


Glu 


Val 


Ala 


Asn 


Ala Gly 




210 










215 










220 










Leu 


Ala 


He 


Ala 


Ser 


Asp 


Lys 


He 


Gin 


Thr 


Ser 


Thr 


Pro 


Phe 


His 


Tyr 


225 










230 










235 










240 


Leu 


Gly 


Met 


Gin 


He 
245 


Glu 


Asn 


Arg 


Lys 


He 
250 


Lys 


Pro 


Gin 


Lys 


He 
255 


Glu 


He 


Arg 


Lys 


Asp 
260 


Thr 


Leu 


Lys 


Thr 


Leu 
265 


Asn 


Asp 


Phe 


Gin 


Lys 
270 


Leu 


Leu 


Gly 


Asp 


He 


Asn 


Trp 


He 


Arg 


Pro 


Thr 


Leu 


Gly 


He 


Pro 


Thr 


Tyr Ala 






275 










280 










285 








Met 


Ser 


Asn 


Leu 


Phe 


Ser 


He 


Leu Arg 


Gly 


Asp 


Ser 


Asp 


Leu 


Asn 


Ser 




290 










295 










300 








Lys 


Arg 


Met 


Leu 


Thr 


Pro 


Glu 


Ala 


Thr 


Lys 


Glu 


He 


Lys 


Leu 


Val 


Glu 


305 










310 










315 








320 


Glu 


Lys 


He 


Gin 


Ser 
325 


Ala 


Gin 


He 


Asn 


Arg 
330 


He 


Asp 


Pro 


Leu 


Ala 
335 


Pro 
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SEQUENCE LISTING. ST25 



Leu 


Gin 


Leu 


Leu 


He 


Phe 


Ala 


Thr 


Ala 


His 


Ser 


Pro 


Thr 


Gly 


He 


He 








340 










345 










350 






He 


Gin 


Asn 


Thr 


Asp 


Leu 


Val 


Glu 


Trp 


Ser 


Phe 


Leu 


Pro 


His 


Ser 


Thr 






355 










360 










365 








Val 


Lys 


Thr 


Phe 


Thr 


Leu 


Tyr 


Leu 


Asp 


Gin 


He 


Ala 


Thr 


Leu 


He 


Gly 




370 










375 










380 








Gin 


Thr 


Arg 


Leu 


Arg 


He 


He 


Lys 


Leu 


Cys 


Gly Asn 


Asp 


Pro 


Asp 


Lys 


385 










390 










395 






400 


He 


Val 


Val 


Pro 


Leu 


Thr 


Lys 


Glu 


Gin 


Val 






Ala 


Phe 


He 


Asn 










405 










410 










415 




Ser Gly 


Ala 


Trp 


Lys 


He 


Gly Leu Ala 


Asn 


Phe 


Val 
V cm. 


Gly 


He 


He 


Asp 








420 










425 








430 




Asn 


His 


Tyr 


Pro 


Lys 


Thr 


Lys 


He 


Phe 


Gin 


Phe 


Leu 


Lys 


Leu 


Thr 


Thr 






435 










440 










445 










He 


Leu 


Pro 


Lys 


He 


Thr 


Arg 


Arg 


Glu 


Pro 


Leu 


Glu 


Asn 


Ala 


Leu 




450 










455 










460 










Thr 


Val 


Phe 


Thr 


Asp 


Gly 


Ser 


Ser 


Asn 


Gly 


Lys 


Ala 


Ala 


Tyr 


Thr 


Gly 


465 










470 










475 








480 


Pro 


Lvs 


Glu 


Arg 


Val 


He 


Lys 


Thr 


Pro 


Tyr 


Gin 


Ser 


Ala 


Gin 


Ara 


Ala 










485 










490 










495 




Glu 


Leu 


Val 


Ala 


Val 


He 


Thr 


Val 


Leu 


Gin 


Asp 


Phe 


Asp 


Gin 


Pro 


He 








500 










505 








510 






Asn 


He 


He 


Ser 


Asp 


Ser 


Ala 




Val 


Val 


Gin 


Ala 


Thr 


Arg 


Asp 


Val 






515 










520 










525 




Glu 


Thr 


Ala 


Leu 


He 


Lys 




Ser 


Met 


Asp 


Asp 


Gin 


Leu 


Asn 


Gin 


Leu 




530 










535 










540 










Phe 


Asn 


Leu 


Leu 


Gin 


Gin 


Thr 


Val 


Arg 


Lys 


Arg 


Asn 


Phe 


Pro 


Phe 


Tyr 


545 










550 










555 










560 


He 


Thr 


His 


He 


Arg 


Ala 


His 


Thr 


Asn 


Leu 


Pro Gly 


Pro 


Leu 


Thr 


Lys 










565 










570 










575 


Ala 


Asn 


Glu 


Gin 


Ala 


Asp 


Leu 


Leu 


Val 


Ser 


Ser 


Ala 


Leu 


He 


Lvs 


Ala 








580 










585 










590 




Gin 


Glu 


Leu 


His 


Ala 


Leu 


Thr 


His 


Val 


Asn 


Ala 


Ala 


Gly 


Leu 


Lys 


Asn 






595 










600 










605 






Lvs 


Phe 


Asp 


Val 


Thr 


Trp 


Lys 


Gin 


Ala 


Lys 


Asp 


He 


Val 


Gin 


His 


Cys 




610 










615 










620 








Thr 


Gin 


Cys 


Gin 


Val 


Leu 


His 


Leu 


Pro 


Thr 


Gin 


Glu 


Ala 


Gly 


Val 


Asn 


625 










630 










635 








640 


Pro 


Arg 


Gly 


Leu 


Cys 


Pro 


Asn 


Ala 


Leu 


Trp 


Gin 


Met 


Asp 


Val 


Thr 


His 










645 










650 










655 




Val 


Pro 


Ser 


Phe 


Gly 


Arg 


Leu 


Ser 


Tvr 

X jr J. 


Val 


His 


Val 


Thr 


Val 


Asp 


Thr 








660 










665 










670 




Tyr 


Ser 


His 


Phe 


He 


Trp 


Ala 


Thr 


Cys 


Gin 


Thr Gly 


Glu 


Ser 


Thr 


Ser 






675 










680 










685 








His 


Val 


Lys 


Lys 


His 


Leu 


Leu 


Ser 


Cys 


Phe 


Ala 


Val 


Met 


Gly 


Val 


Pro 




690 










695 










700 








Glu 


Lys 


He 


Lys 


Thr 


Asp 


Asn Gly 


Pro 


Gly 


Tyr 


Cys 


Ser 


Lys 


Ala 


Phe 


705 










710 










715 










720 


Gin 


Lys 


Phe 


Leu 


Ser 


Gin 


Trp 


Lys 


He 


Ser 


His 


Thr 


Thr 


Gly 


He 


Pro 










725 










730 










735 




Tyr 


Asn 


Ser 


Gin 


Gly 


Gin 


Ala 


He 


Val 


Glu 


Arg 


Thr 


Asn 


Arg 


Thr 


Leu 








740 










745 










750 






Lys 


Thr 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 


Glu 


Gly 


Gly Asp 


Ser 


Lys 


Glu 


Cys 






755 










760 










765 








Thr 


Thr 


Pro 


Gin 


Met 


Gin 


Leu 


Asn 


Leu 


Ala 


Leu 


Tyr 


Thr 


Leu 


Asn 


Phe 




770 










775 










780 










Leu 


Asn 


He 


Tyr 


Arg 


Asn 


Gin 


Thr 


Thr 


Thr 


Ser 


Ala 


Glu 


Gin 


His 


Leu 


785 










790 










795 










800 


Thr Gly 


Lys 


Lys 


Asn 


Ser 


Pro 


His 


Glu 


Gly 


Lys 


Leu 


He 


Trp 


Trp 


Lys 










805 










810 










815 




Asp 


Asn 


Lys 


Asn 


Lys 


Thr 


Trp 


Glu 


He 


Gly 


Lys 


Val 


He 


Thr 


Trp 


Gly 








820 










825 










830 




Arg Gly 


Phe 


Ala 


Cys 


Val 


Ser 


Pro Gly 


Glu 


Asn 


Gin 


Leu 


Pro 


Val 


Trp 
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835 


840 


He 


Pro 


Thr Arg His 


Leu Lys Phe 




850 




855 


Lys 


Lys 


Ser Thr Ser 


Ala Glu Thr 


865 






870 


Asp 


Ser 


Gin Asp Glu 


Gin Asn Gly 






885 




Ala 


He 


His Gin Glu 


Gly Arg Ala 






900 




Ala 


Asp 


Ala Val Ser 


Tyr Lys He 






915 


920 


Asn 


Pro 


Arg Glu Tyr 


Ala Ala Cys 




930 




935 


Gly 


Lys 


Ser Pro Tyr 


Ala Cys Arg 


945 






950 



<210> 


149 










<211> 


699 










<212> 


PRT 










<213> ; 


Homo 


sapiens 






<400> 


149 










Met 


Asn 


Pro 


Ser 


Glu 


Met 


Gin Arg 


1 








5 




His 


Arg 


Asn Arg 


Ala 


Pro 


Leu Thr 








20 








Ser 


Glu 


Glu 


Gin 


Met 


Lys 


Leu Pro 






35 








40 


Thr 


Trp 


Ala 


Gin 


Leu 


Lys 


Lys Leu 




50 










55 


Glu 


Asn 


Thr 


Lys 


Val 


Thr 


Gin Thr 


65 










70 




Leu 


Met 


He 


Val 


Ser 


Met 


Val Val 










85 






Ala 


Ala 


Ala 


Asn 


Tyr 


Thr 


Tyr Trp 








100 








He 


Arg 


Ala 


Val 


Thr 


Trp 


Met Asp 






115 








120 


Asp 


Ser 


Val 


Trp 


Val 


Pro 


Gly Pro 




130 










135 


Pro 


Glu 


Glu 


Glu 


Gly 


Met 


Met He 


145 










150 




Pro 


Pro 


He 


Cys 


Leu 


Gly Arg Ala 










165 






Gin 


Asn 


Trp 


Leu 


Val 


Glu 


Val Pro 








180 








Thr 


Tyr 


His 


Met 


Val 


Ser 


Gly Met 






195 








200 


Leu 


Gin 


Asp 


Phe 


Ser 


Tyr 


Gin Arg 




210 










215 


Lys 


Pro 


Cys 


Pro 


Lys 


Glu 


He Pro 


225 










230 




Leu 


Val 


Trp 


Glu 


Glu 


Cys 


Val Ala 










245 






Asn 


Glu 


Phe 


Gly 


Thr 


He 


He Asp 








260 








His 


Asn 


Cys 


Ser 


Gly 


Gin 


Thr Gin 






275 








280 


Pro 


Ala 


Val 


Asp 


Ser 


Asp 


Leu Thr 




290 










295 


Lys 


Lys 


Leu 


Gin 


Ser 


Phe 


Tyr Pro 


305 










310 





SEQUENCE LISTING. ST25 











845 








Tyr 


Asn 


Glu 


Pro 


He 


Arg 


Asp 


Ala 








860 










Glu 


Thr 


Ser 


Gin 


Ser 


Ser 


Thr 


Val 






875 










880 


ASD 


Val 


Arg 


Arcr 


Thr 


Asp 


Glu 


Val 




890 










895 




Ala 


Asn 


Leu 


Gly 


Thr 


Thr 


Lys 


Glu 


905 










910 




Ser 


Arg 


Glu 


His 


Lys 


Gly 


Asp 


Thr 










925 








Ser 


Leu 


Asp 


Asp 


Cys 


He 


Asn 


Gly 








940 








Ser 


Ser 


Cys 


Ser 














955 












Lvs 


Ala 


Pro 


Pro 


Arg 


Arg 


Arg 


Arg 




10 










15 




His 


Lys 


Met 


Asn 


Lys 


Met 


Val 


Thr 


25 










30 






Ser 


Thr 


Lys 


Lys 


Ala 


Glu 


Pro 


Pro 










45 








Thr 


Gin 


Leu 


Ala 


Thr 


Lys 




Leu 








60 










Pro 


Glu 


Ser 


Met 


Leu 


Leu 


Ala 


Ala 






75 










80 


Ser 


Leu 


Pro 


Met 


Pro 


Ala 


Glv 


Ala 




90 










95 




Ala 


Tyr 


Val 


Pro 


Phe 


Pro 


Pro 


Leu 


105 










110 






Asn 


Pro 


Thr 


Glu 


Val 


Tvr 


Val 


Asn 










125 








He 


Asp 


Asp 


Ara 


Cvs 


Pro 


Ala 


Lys 








140 










Asn 


He 


Ser 


He 


Glv 


Tvr 


His 


Tvr 






155 










160 


Pro 


Gly Cys 


Leu 


Met 


Pro 


Ala 


Val 




170 










175 




Thr 


Val 


Ser 


Pro 


He 


V— jr O 


Arg 


Phe 


185 










190 






Ser 


Leu 


Arg 


Pro 


Arg 


Val 


Asn 


Tvr 










205 








Ser 


Leu 


Lys 


Phe 


Arg 


Pro 


Lys 


Glv 








220 










Lys 


Glu 


Ser 


Lvs 


Asn 


Thr 


Glu 


Val 






235 










240 


Asn 


Ser 


Ala 


Val 


He 


Leu 


Gin 


Asn 




250 










255 




Trp 


Ala 


Pro 


Arg 


Gly 


Gin 


Phe 


Tyr 


265 










270 






Ser 


Cys 


Pro 


Ser 


Ala 


Gin 


Val 


Ser 










285 








Glu 


Ser 


Leu 


Asp 


Lys 


His 


Lys 


His 








300 










Trp 


Glu 


Trp 


Gly 


Glu 


Lys 


Gly 


He 






315 










320 




Page 
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SEQUENCE LISTING. ST2 5 



Ser 


Thr 


Pro 


Arg 


Pro 


Lys 


He 


Val 


Ser 


Pro 


Val 


Ser 


Gly 


Pro 


Glu 


His 










325 










330 








335 




Pro 


Glu 


Leu 


Trp 


Arg 


Leu 


Thr 


Val 


Ala 


Ser 


His 


His 


He 


Arg 


He 


Tro 








340 










345 










350 




Ser Gly 


Asn 


Gin 


Thr 


Leu 


Glu 


Thr 


Arg 


Asp 


Arg 


Lys 


Pro 


Phe 


Tvr 


Thr 






355 










360 










365 






lie 


Asp 


Leu 


Asn 


Ser 


Ser 


Leu 


Thr 


Val 


Pro 


Leu 


Gin 


Ser 


Cys 


Val 






370 










375 










380 






Pro 


Pro 


Tyr 


Met 


Leu 


Val 


Val 


Gly 


Asn 


He 


Val 


He 


Lvs 


Pro 


Asp 


Ser 


385 










390 










395 






400 

*± W v 


Gin 


Thr 


He 


Thr 


Cys 


Glu 


Asn 


Cys 


Arg 


Leu 


Leu 


Thr 


Cys 


He 


Asp 


Ser 










405 










410 








415 




Thr 


Phe 


Asn 


Trp 


Gin 


His 


Arg 


He 


Leu 


Leu 


Val 


Arg 


Ala 


Arg 


Glu 


Gly 








420 










425 










430 




Val 


Tro 


He 


Pro 


Val 


Ser 


Met 


Asp 


Arg 


Pro 


Trp 


Glu 


Ala 


Ser 


Pro 


Ser 






435 










440 








445 








Val 


His 


He 


Leu 


Thr 


Glu 


Val 


Leu 


Lys 


Gly 


Val 


Leu 


Asn 


Arg 


Ser 


Lys 




450 










455 










460 






Arg 


Phe 


He 


Phe 


Thr 


Leu 


He 


Ala 


Val 


He 


Met 


Gly 


Leu 


He 


Ala 


Val 


465 










470 










475 








480 


Thr 


Ala 


Thr 


Ala 


Ala 
485 


Val 


Ala 


Gly 


Val 


Ala 
490 


Leu 


His 


Ser 


Ser 


Val 
495 


Gin 


Ser 


Val 


Asn 


Phe 


Val 


Asn 


Asp 


Trp 


Gin 


Lys 


Asn 


Ser 


Thr 


Ara 


Leu 


Trp 








500 










505 










510 




Asn 


Ser 


Gin 


Ser 


Ser 


He 


Asp 


Gin 


Lys 


Leu 


Ala 


Asn 


Gin 


He 


Asn 


Asp 






515 










520 










525 






Leu 


Arg 
530 


Gin 


Thr 


Val 


He 


Trp 
535 


Met 


Gly 


Asp 


Arg 


Leu 
540 


Met 


Ser 


Leu 


Glu 


His 


ArQ" 


Phe 


Gin 


Leu 


Gin 


Cys 


Asp 


Trp 


Asn 


Thr 


Ser 


Asp 


Phe 


Cys 


He 


545 










550 










555 






560 


Thr 


Pro 


Gin 


He 


Tyr 


Asn 


Glu 


Ser 


Glu 


His 


His 


TrD 


Asp 


Met 


Val 


Arg 




His 






565 










570 










575 


Arg 


Leu Gin Gly 


Arg 


Glu 


Asp 


Asn 


Leu 


Thr 


Leu 


Asp 


He 


Ser 


Lys 








580 










585 








590 




Leu 


Lys 


Glu 
595 


Gin 


He 


Phe 


Glu 


Ala 

600 


Ser 


Lys 


Ala 


His 


Leu 

605 


Asn 


Leu 


Val 


Pro 


Gly 
610 


Thr 


Glu 


Ala 


He 


Ala 
615 


Gly 


Val 


Ala 


Asp 


Gly 
620 


Leu 


Ala 


Asn 


Leu 


Asn 


Pro 


Val 


Thr 


Trp 


Val 


Lys 


Thr 


He 


Gly 


Ser 


Thr 


Thr 


He 


He 


Asn 


625 










630 










635 










640 


Leu 


He 


Leu 


He 


Leu 


Val 


Cys 


Leu 


Phe 


Cys 


Leu 


Leu 


Leu 


Val 


Cys 


Arg 










645 










650 










655 


Cys 


Thr 


Gin 


Gin 
660 


Leu 


Arg 


Arg 


Asp 


Ser 
665 


Asp 


His 


Arg 


Glu 


Arg 
670 


Ala 


Met 


Met 


Thr 


Met 


Ala 


Val 


Leu 


Ser 


Lys 


Arg 


Lys 


Gly 


Gly 


Asn 


Val 


Gly 


Lys 






675 










680 










685 




Ser 


Lys 


Arg Asp 


Gin 


He 


Val 


Thr 


Val 


Ser 


Val 














690 










695 





















<210> 150 

<211> 968 

<212> DNA 

<213> Homo sapiens 

<400> 150 

tgtggggaaa agcaagagag atcagattgt tactgtgtct gtgtagaaag 
aggagactcc attttgttat gtactaagaa aaattcttct gccttgagat 
tatgacctta cccccaaccc cgtgctctct gaaacatgtg ctgtgtccac 
atggattaag ggcggtgcag gatgtgcttt gttaaacaga tgcttgaagg 
cttaagagtc atcaccactc cctaatctca agtacccagg gacacaaaaa 
ccgcagggac ctctgcctag gaaagccagg tattgtccaa cgtttctccc 
cctgaaatat ggcctcgtgg gaagggaaag acctgaccgt cccccagccc 
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aagtagacat 60 

tctgttaatc 120 

tcagggttaa 180 

cagcatgctc 240 

ctgcggaagg 300 

catgtgatag 360 

gacacccgta 420 



SEQUENCE LISTING. ST25 

aagggtctgt gctgaggagg attagtaaaa gaggaaggaa tgcctcttgc agttgagaca 480 

agaggaaggc atctgtctcc tgcctgtccc tgggcaatgg aatgtctcgg tataaaaccc 540 

gattgtatgc tccatctact gagataggga aaaaccgcct tagggctgga ggtgggacct 600 

gcgggcagca atactgcttt gtaaagcact gagatgttta tgtgtatgca tatctaaaag 660 

cacagcactt aatcctttac attgtctatg atgcaaagac ctttgttcac atgtttgtct 720 

gctgaccctc tccccacaat tgtcttgtga ccctgacaca tccccctctt cgagaaacac 780 

ccacagatga tcagtaaata ctaagggaac tcagaggctg gcgggatcct ccatatgctg 840 

aacgctggtt ccccgggtcc ccttctttct ttctctatac tttgtctctg tgtctttttc 900 

ttttccaaat ctctcgtccc accttacgag aaacacccac aggtgtgtag gggcaaccca 960 

cccctaca 968 

<210> 151 
<211> 962 
<212> DNA 
<213> Homo sapiens 

<400> 151 

tgtggggaaa agcaagagag atcagattgt cactgtatct gtgtagaaag aagtagacat 60 

gggagactcc attttgttat gtactaagaa aaattcttct gccttgagat tctgtgacct 120 

tacccccaac cccgtgctct ctgaaacatg tgctgtgtca aactcagggt taaatggatt 180 

aagggcggtg caggatgtgc tttgttaaac agatgcttga aggcagcatg ctccttaaga 240 

gtcatcacca ctccctaatc tcaagtaccc agggacacaa acactgcgga aggccgcagg 3 00 

gacctctgcc taggaaagcc aggtattgtc caaggtttct ccccatgtga tagtctgaaa 360 

tatggcctcg tgggaaggga aagacctgac cgtcccccag cccgacaccc gtaaagggtc 420 

tgtgctgagg aggattagta aaagaggaag gcatgcctct tgcagttgag acaagaggaa 480 

ggcatctgtc tcctgcccgt ccctgggcaa tggaatgtct cggtataaaa ccggattgta 540 

cgttccatct actgagatag ggaaaaaccg ccttagggct ggaggtggga cctgcgggca 600 

gcaatactgc tttttaaagc attgagatgt ttatgtgtat gcatatctaa aagcacagca 660 

cttaatcctt taccttgtct atgatgcaaa gatctttgtt cacgtgtttg tctgctgacc 720 

ctctccccac tattgtcttg tgaccctgac acatccccct ctcggagaaa cacccacgaa 780 

tgaccaataa atactaaagg gaactcagag gctggcggga tcctccatat gctgaacgct 840 

ggttccccgg gcccccttat ttctttctct acactttgtc tctgtgtctt tttctttcct 900 

aagtctctcg ttccacctta cgagaaacac ccacaggtgt ggaggggcaa cccaccccta 960 

ca 962 

<210> 152 
<211> 968 
<212> DNA 
<213> Homo sapiens 

<400> 152 

tgtggggaaa agcaagagag atcagattgt tactgtgtct gtgtagaaag aagtagacat 60 

gggagactcc attttgttat gtgctaagaa aaattcttct gccttgagat tctgttaatc 120 

tatgacctta cccccaaccc cgtgctctct gaaacatgtg ctgtgtcaac tcagggttga 180 

atggattaag ggcggtgcag gatgtgcttt gttaaacaga tgcttgaagg cagcatgctc 240 

cttaagagtc atcaccactc cctaatctca agtacccagg gacacaaaaa ctgcggaagg 300 

ccgcagggac ctctgcctag gaaagccagg tattgtccaa ggtttctccc catgtgatag 360 

tctgaaatat ggcctcgtgg gaagggaaag acctgaccat cccccagccc gacacccata 420 

aagggtctgt gctgaggagg attagtataa gaggaaggca tgcctcttgc agttgagaca 480 

agaggaaggc atctgtctcc tgcctgtccc tgggcaatgg aatgtctcgg tataaaaccc 540 

gattgtatgc tccatctact gagataggga aaaaccgcct tagggctgga ggtgggacct 600 

gcgggcagca atactgcctt gtaaagcatt gagatgttta tgtgtatgca tatctaaaag 660 

cacagcactt aatcctttac attgtctatg atgcaaagac ctttgttcac gtgtttgtct 720 

gctgaccctc tccccacaat tgtcttgtga ccctgacaca tccccctctt tgagaaacac 780 

ccacagatga tcaataaata ctaagggaac tcagaggctg gcgggatcct ccatatgctg 840 

aacgctggtt ccccggttcc ccttatttct ttctctatac tttgtctctg tgtctttttc 900 

ttttccaaat ctctcgtccc accttacgag aaacacccac aggtgtgtag gggcaaccca 960 

cccctaca 968 



<210> 153 
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SEQUENCE LISTING. ST2 5 

<211> 968 
<212> DNA 
<213> Homo sapiens 

<400> 153 

tgtggggaaa agcaagagag atcagattgt tacagtgtct gtgtagaaag aagtagacat 60 

aggagactcc attttgttct gtactaagaa aaattcttct gccttgaaat tctgttaatc 120 

tataacctta cccccaaccc cgtgctcttt gaaacatgtg ctgtgtcaac tcagagttaa 180 

atggattaag tgcggtgcaa gatgtgcttt gttaaacaga tgcttgaagg cagcatgctc 240 

cttgagagtc atcaccactc cctaatctca agtacccagg gacacaaaaa ctgcggaagg 300 

cctcagggac ctctgcctag gaaagccagg tattgtccaa ggtttctccc catgtgatag 360 

tctgaaatat ggcctcgtgg gaagggaaag acctgaccat cccccagccc gacacccgta 420 

aagggtctgt gctgaggagg attagtaaaa gaggaaggaa cgcctcttgc agttgagaca 480 

agaggaaggc atctgtctcc tgcctgtccc tgggcaatgg aatgtcccgg tataaaaccc 540 

gattgtatgc tccatctact gagataggga aaaaccgcct tagggctgga ggtgggacct 600 

gcgggcagca atactgcttt gtaaagcatt gagctgttta tgtgtatgca tatctaaaag 660 

cacagcactt aatcctttac attgtctatg atgcaaagac ctttgttcac gtgtttgtct 720 

gctgaccctc tccccacaat tgtcttgtga ccctgacaca tccccctctt cgagaaacac 780 

ccacgaatga tgaataaata ctaagggaac tcagaggctg gcgggatcct ccatatgctg 840 

aacgctggtt ccccgggtcc ccttacttct ttctctgtac tttgtctctg tgtctttttc 900 

tttcctaagt ctctcgttcc accttacgag aaatacccac aggtgtggag gggcaaccca 960 

cccctaca 968 



<210> 154 
<211> 968 
<212> DNA 
<213> Homo sapiens 

<400> 154 

tgtggggaaa agcaagagag atcagattgt tactgtgtct gtgtagaaag aagtagacat 60 

aggagactcc attttgttct gtactaagaa aaattcttct gccttgagat tctgttaatc 120 

tataacctta cccccaaccc cgtgctctct gaaacatgtg ctatgtcaac tcagagttga 180 

atggattaag ggcggtgcaa gatgtgcttt gttaaacaga tgcttgaagg cagcacgctc 240 

cttaagagtc atcaccactc cctaatctca agtacccagg gacacaaaaa ctgcggaagg 300 

ccgcagggac ctctgcctag gaaagccagg tattgtccaa ggtttctccc catgtgatag 360 

tctgaaatat ggcctcgtgg gaagggaaag acctgaccat cccccagccc gacacctgta 420 

aagggtctgt gctgaggagg attagtataa gaggaaggca tgcctcttgc agttgagaca 480 

agaggaaggc atctgtctcc tgcccgtccc tgggcaatgg aatgtctcgg tataaaaccc 540 

gattgtatgt tccatctact gagataggga aaaaccgcct tagggctgga ggtgggacct 600 

gcgggcagca atactgcttt gtaaagcatt gagatgttta tgtgtatgca tatctaaaag 660 

cacagcactt aatcctttac cttgtctatg atgcaaagac ctttgttcac gtgtttgtct 720 

gctgaccctc tccccacgat tgtcttgtga ccctgacaca tccccgtctt cgagaaacac 780 

ccacgaatga tcaataaata ctaagggaac tcagaggctg gcgggatcct ccatatgctg 840 

aacgctggtt ccccaggtcc ccttatttct ttctctatac tttgtctctg tgtctttttc 900 

ttttccaagt ctctcgttcc atcttacgag aaacacccac aggtgtggag gggcaaccca 960 

cccctaca 968 



<210> 155 

<211> 150 

<212> DNA 

<213> Homo sapiens 

<400> 155 

gagataggga aaaaccgcct tagggctgga ggtgggacct gcgggcagca atactgcttt 60 

gtaaagcact gagatgttta tgtgtatgca tatctaaaag cacagcactt aatcctttac 120 

attgtctatg atgcaaagac ctttgttcac 150 



<210> 156 
<211> 258 
<212> DNA 
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<213> Homo sapiens 



SEQUENCE LISTING. ST2 5 



<400> 156 

atgtttgtct gctgaccctc tccccacaat tgtcttgtga ccctgacaca tccccctctt 60 

cgagaaacac ccacagatga tcagtaaata ctaagggaac tcagaggctg gcgggatcct 120 

ccatatgctg aacgctggtt ccccgggtcc ccttctttct ttctctatac tttgtctctg 180 

tgtctttttc ttttccaaat ctctcgtccc accttacgag aaacacccac aggtgtgtag 240 

gggcaaccca cccctaca 258 



<210> 157 

<211> 2707 

<212> DNA 

<213> Homo sapiens 

<220> 

<2 2 1 > mi sc_f eatur e 

<222> (1)..(2707) 

<223> N=A,G,C,T 



<400> 157 
nnnnnnnnnn 
nnnacatttg 
cctccncgga 
gatgaanaaa 
gccgccgact 
gaacacaaag 
aatggtggta 
ctatgtgcct 
atatgttaat 
ctgaggaaga 
tagggagagc 
actgtcagtn 
cnggtaaatn 
aaaccttgcc 
gaatgtgtgg 
tgggcacctc 
ggncaaactc 
agngacttaa 
tggnaatggg 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tatggangct 
gaaacaagag 
ttncaaagtt 
ccagantccc 
cttttaattg 
tgtccatgga 
aaggnnttnt 
tnattgcagt 
cngnanantn 
nnnnatngat 
gggaganagn 
agatttttgt 
angccatcta 
nnnnnnnnnn 
gaggcaatng 
accatnngaa 
ttgttnnagt 



nnnnnnnnnn 
aagttctaca 
gacggaaaca 
atggtgannt 
tgggcacaan 
gtgacacaaa 
agtctcccna 
ttcccgccct 
aatagtgtat 
aggaatgatg 
accaggatgt 
ccancagtag 
atttacanga 
ccaaggaaat 
cnaatagtgc 
gaggtcaatt 
antcntgtcc 
cagaaagtnt 
gngaaaangg 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nccnngacca 
tactgtggcc 
atcntaagcc 
gngtaaagcc 
aaactatann 
gcagcaccgt 
ccgaccgtgg 
aantagatcc 
cacagctacn 
tgtnaatnat 
caaaaattgg 
ctcatgagct 
attacaccnc 
canggaagag 
nncaaatttt 
nnnnagntgc 
gtncnacnat 
ctncaggtgt 



nnnnnnnnnn 
atgaacccat 
ccgcaatcga 
cagaagaaca 
taaagaagct 
ctccagagan 
tgcctgcagg 
taattcgggc 
gggntacctg 
ataaatattt 
ttaatngcct 
attcacttat 
cttttcttat 
tcccaaagna 
ngtgatatta 
ctancacann 
nagngcacaa 
agacnaannt 
aatntcnncn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
aanntantna 
tcannaccac 
atnttatact 
cccttatatn 
acctgtgaaa 
attctgctng 
gaggcntcnc 
aaaagattca 
gctgcngnng 
tggcaaaana 
caaatcaaat 
tngaanatcn 
aannntataa 
aagataatct 
nnaancatca 
tgatggcctc 
tntaaatntc 
anccancagc 



nnnnnnnnnn nnnnnnnnnn 
cngagatgca aagaaannnn 
gcancnnnnn nnnnnnnnnt 
gatgaagttg ccatccacca 
gacacagtta gctanaaaan 
tatgctgctt gcagctttga 
agcagctgca gctaantata 
agtcacatgg atggataatc 
gccccacaga tgatcgttgc 
ccattgggta tcnttatcct 
gcantccaaa attggttggt 
cacatggtaa gnggnatgtc 
caaagatcat taaaatttag 
tcaaaanann cagaagtttt 
caaaacaatg aatttggaac 
nnnnnnnnnn nnnnnnnnnn 
gnnnnnnnnn nnnnnagtcc 
nannntanaa nnttanantc 
nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn 



nnnnnnnnnn 
gtcctgttnc 
attagaattt 
atcnacctaa 
gctagttgta 
attgtagatt 
tgagagcaag 
catccntcca 
tttttacttt 
cngganttgc 
anttcnncaa 
taatgatctt 
tttncagtta 
tgagtctgag 
nactttagac 
aaagcccatt 
ncaaatctta 
atattaatcc 
tccgaagaga 
Page 



nnnnnnnnnn 
tggtcctgaa 
ggtctggaaa 
attccagtct 
ggaaatannt 
gtttacttgc 
aganggngtg 
tattttnacn 
aattgcagtg 
nttncactcn 
nattgtggaa 
agacaaactg 
cantgtgact 
catcactggg 
atttcnaaat 
taaatttggt 
accctgtcac 
ttgtntgcct 
cagcgaccan 
71 



nnnnnnnnnn 
nnnnnnagcn 
ngactcacaa 
agaangcnga 
nnnnnctnga 
tgattgtatc 
cntactgggc 
ctattgaagt 
cctgccaaac 
cctatttgcc 
agaagtacct 
actcaggcca 
ncctaaaggg 
agtttgggaa 
tattatagat 
nnattgcnca 
agctgttgat 
nntctanccn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
catccagaat 
tcaanctnta 
nacanttcct 
agttattaaa 
attgattcaa 
tggatccctg 
gaagtattaa 
attatgggnn 
tctgttcann 
ttcncananc 
tcatttggat 
ggaatacgtc 
acatggttag 
taaaagaann 
gccaggaact 
ttgggttaan 
gttntgtctg 
cnagaacggg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 



SEQUENCE LISTING. ST2 5 

ccatgatgac gatggnggtt ttgtcnaaaa gaaaaggggg nnanatgtng ggaaaagnna 2580 

gagagatcag antgttactg tngtctntgt agaaanangn agacatanga gactccattt 2640 

tgnnntgtac nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2700 

nnnnnnn 2707 



<210> 158 

<211> 673 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC^FEATURE 

<222> (1)..(673) 

<223> Xaa=Any amino acid 



<400> 158 



Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


1 








5 










10 










15 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








20 










25 










30 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






35 










40 










45 








Xaa 


Xaa 


Cys 


Pro 


Trp 


Phe 


Pro Glu Gin Gly Xaa Leu Asp Leu Xaa Asp 




50 










55 










60 










Trp 


Lys 


Arg 


He 


Gly 


Xaa 


Glu 


Leu 


Lys Gin Ala Gly Arg Lys Gly Asn 


65 










70 










75 










80 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










85 










90 










95 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Asp 


Ala 








100 










105 










110 




Pro 


Gly 


Ser 


Cys 


He 


He 


Asp 


Cys 


Asn 


Glu 


Xaa 


Thr 


Xaa 


Lys 


Lys 


Ser 






115 










120 










125 




Gin 


Lys 


Glu 


Thr 


Glu 


Xaa 


Leu 


His 


Cys 


Glu 


Tyr 


Val 


Xaa 


Xaa 


Xaa 


Xaa 




130 










135 








140 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


145 










150 










155 










160 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










165 










170 










175 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa Xaa Xaa Xaa Xaa Ala Gly 








180 










185 










190 






Gin 


Val 


Xaa 


Val 


Thr 


Leu 


Gin 


Pro 


Gin 


Xaa 


Gin 


Val 


Lys 


Glu 


Asn 


Lys 






195 










200 










205 






Thr 


Gin 


Xaa 


Pro 


Val 


Ala 


Tyr 


Gin 


Tyr 


Trp 


Pro 


Pro 


Xaa 


Xaa 


Xaa 


Xaa 




210 










215 










220 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Ser 


Gin 


Tyr Gly Tyr Xaa Gly Met 


Pro 


Pro 


225 










230 










235 










240 


Ala 


Xaa 


Gin 


Xaa 


Arg 


Xaa 


Pro 


Tyr 


Pro 


Gin 


Pro 


Pro 


Thr 


Xaa 


Arg 


Xaa 










245 










250 










255 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








260 










265 










270 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






275 










280 










285 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




290 










295 










300 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


305 










310 










315 










320 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










325 










330 










335 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








340 










345 










350 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 



355 360 365 
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SEQUENCE LISTING. ST2 5 



Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




370 










375 










380 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


385 










390 










395 










400 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










405 










410 










415 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








420 










425 










430 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






435 










440 










445 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




450 










455 










460 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


465 










470 










475 










480 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










485 










490 










495 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








500 










505 










510 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






515 










520 










525 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




530 










535 










540 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


545 










550 










555 










560 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










565 










570 










575 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








580 










585 










590 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Cys 


Xaa 


Ser 


Lvs 


Phe 


Asp 


Lys 


Xaa 






595 










600 










605 




Gly Gin 


Pro 


Leu 


Ser 


Glv 


Asn 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




ACL CI 


J\CLCX. 


y»A 




610 










615 










620 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


625 










630 










635 










640 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










645 










650 










655 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








660 










665 










670 






Xaa 

































<210> 159 

<211> 1035 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC^FEATURE 

<222> (1)..(1035) 

<223> Xaa=Any amino acid 



<400> 159 



Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


1 








5 










10 










15 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








20 










25 










30 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






35 










40 










45 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




50 










55 










60 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 



65 70 75 80 
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Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










85 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








100 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






115 










120 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




130 










135 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


145 










150 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










165 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








180 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






195 










200 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




210 










215 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


225 










230 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










245 








Gin 


Leu 


Leu 


He 


Phe 


Ala 


Thr 


Ala 








260 










Gin 


Asn 


Thr 


Asp 


Leu 


Val 


Glu 


Trp 






275 










280 


Lys 


Thr 


Phe 


Thr 


Leu 


Tyr 


Leu 


Asp 




290 










295 




Xaa Arg 


Leu 


Arg 


He 


He 


Xaa 


Leu 


305 










310 






Xaa 


Val 


Pro 


Xaa 


Xaa 


Lys 


Xaa 


Gin 










325 








Gly Ala 


Trp 


Xaa 


He 


Gly 

^ J; 


Leu 


Ala 








340 










His 


Tyr 


Pro 


Lvs 


Thr 


Lys 


He 


Phe 






355 










360 


He 


Leu 


Pro 


Lys 


He 


Thr 


Arg 


Ara 




370 










375 




Val 


Phe 


Thr 


Asp 


Gly 


Ser 


Ser 


Asn 


385 










390 






Lys 


Glu 


Arg 


Val 


He 


Lys 


Thr 


Pro 










405 








Leu 


Val 


Ala 


Val 


He 


Thr 


Val 


Leu 








420 










He 


He 


Ser 


Asp 


Ser 


Ala 


Tyr 


Val 






435 










440 


Thr 


Ala 


Leu 


He 


Lys 


Tyr 


Ser 


Xaa 




450 










455 




Asn 


Leu 


Leu 


Gin 


Gin 


Thr 


Val 


Arg 


465 










470 




Thr 


His 


He 


Arg 


Ala 


His 


Thr 


Asn 










485 








Asn 


Glu 


Gin 


Ala 


Asp 


Leu 


Leu 


Val 








500 










Glu 


Leu 


Xaa 


Ala 


Leu 


Thr 


His 


Val 






515 










520 


Phe 


Asp 


Val 


Thr 


Trp 


Lys 


Gin 


Ala 




530 










535 




Gin 


Cys 


Gin 


Val 


Leu 


His 


Leu 


Xaa 


545 










550 






Arg Gly 


Leu 


Cys 


Pro 


Asn 


Ala 


Leu 










565 








Xaa 


Ser 


Phe 


Gly 


Arg 


Leu 


Ser 


Tyr 



SEQUENCE LISTING. ST25 



Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

Add 




90 










95 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

Add 


105 










110 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
Add 










125 








Xaa 


Xaa 


Xaa 


^CLCL 


Xaa 
Add 


Xaa 


Xaa 


Add 








140 










Xaa 


Xaa 


Xaa 




Xaa 


Xaa 


Add 


Add 






155 










1 fin 

o u 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
Add. 




170 










17S 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
xvdd 


Xaa 

Add 


185 










190 
J, J \j 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
Add 


Xaa 

Add 










205 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
Add 


Add 








220 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
Add 






235 










Z. u 


Xaa 


Xaa 


Asp 


Xaa 


Leu 


Ala 


Pro 


Leu 




250 














His 


Ser 


Xaa 


Thr 


Gly 


J. J. C: 


Tl fa 
xxc 


X xc. 


265 










270 






Ser 


Phe 


Leu 


Pro 


His 


Ser 


Thr 


Val 

V dX 










285 








Gin 


Met 


Ala 


Thr 


Leu 


He 


vjx _y 


Gin 








300 








Cys 


Gly 


Asn 


Asp 


Pro 






X xtr 






315 












Val 


Arcr 


Gin 


Ala 


Phe 


He 


Xaa 


Ser 




330 










J J J 




Asn 


Phe 


Leu 


Gly 


He 


Ilea 

X J. c 






345 
















Gin 


Phe 


Leu 


Lys 






Thr 


irp 










O D J 








Glu 


Pro 


Leu 


Glu 




Al a 




Thr 

1 liX 








380 










Gly 


Lys 


Ala 


Ala 




1 111. 




JTx \J 






395 












Tvr 


Gin 


Ser 


Ala 


Gin 


Arg 


Ala 


Glu 




410 










415 




Gin 


Asp 


Phe 


Asp 


Gin 


Pro 


He 


Asn 


425 










430 






Val 


Gin 


Ala 


Thr 


Arg 


Asp 


Val 


Glu 










445 








Ast) 


Asp 


Xaa 


Leu 


Asn 


Gin 


Leu 


Phe 








460 










Lys 


Arg 


Asn 


Phe 


Pro 


Phe 


Tv/r 


He 






475 












Leu 


Pro 


Glv 






Thr 




Al a 




490 










495 




Ser 


Ser 


Ala 


Xaa 


He 


Lys 


Ala 


Gin 


505 










510 






Asn 


Ala 


Ala 


Gly 


Leu 


Lys 


Asn 


Lys 










525 








Lys 


Asp 


He 


Val 


Gin 


His 


Cys 


Thr 








540 










Thr 


Gin 


Glu 


Ala 


Gly 


Val 


Asn 


Pro 






555 










560 


Trp 


Gin 


Met 


Asp 


Xaa 


Thr 


His 


Val 




570 










575 




Val 


His 


Val 


Thr 


Val 


Asp 


Thr 


Tyr 
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SEQUENCE LISTING. ST25 
580 585 590 



Ser 


His 


Phe 


He 


Trp 


Ala 


Thr 


Cys 


Gin 


Thr 


Gly 


Glu 


Ser 


Thr 


Ser 


His 






595 










600 










605 








Val 


Lys 


Lys 


His 


Leu 


Leu 


Ser 


Cys 


Phe 


Ala 


Val 


Met 


Gly 


Val 


Pro 


Glu 




610 










615 










620 








Lys 


He 


Lys 


Thr 


Asp 


Asn 


Gly 


Pro 


Gly 


Tyr 


Cys 


Ser 


Lys 


Ala 


Phe 


Gin 


625 










630 










635 








640 


Lys 


Phe 


Leu 


Ser 


Gin 


Trp 


Lys 


He 


Ser 


His 


Thr 


Thr 


Gly 


He 


Pro 


Tyr 










645 










650 










655 


Asn 


Ser 


Gin 


Gly 


Gin 


Ala 


He 


Val 


Glu 


Arg 


Thr 


Asn 


Arg 


Thr 


Leu 


Lys 








660 










665 










670 




Thr 


Gin 


Leu 


Val 


Lys 


Gin 


Lys 


Glu 


Gly 


Gly 


Asp 


Ser 


Lys 


Glu 


Cys 


Thr 






675 










680 










685 






Thr 


Pro 


Gin 


Met 


Gin 


Leu 


Asn 


Leu 


Ala 


Leu 


Tyr 


Thr 


Leu 


Asn 


Phe 


Leu 




690 










695 








700 










Asn 


He 


Tyr 


Arg 


Asn 


Gin 


Thr 


Thr 


Thr 


Ser 


Ala 


Xaa 


Gin 


His 


Leu 


Thr 


705 










710 










715 










720 


Gly Lys 


Lys 


Xaa 


Ser 


Pro 


His 


Glu 


Gly 


Lys 


Leu 


He 


Trp 


Trp 


Lys 


Asp 










725 










730 










735 


Xaa 


Lys 


Asn 


Lys 


Thr 


Trp 


Glu 


He 


Gly 


Lys 


Val 


He 


Thr 


Trp 


Gly 


Arg 








740 










745 










750 


Gly Phe 


Ala 


Cys 


Val 


Ser 


Pro 


Gly 


Glu 


Asn 


Gin 


Leu 


Pro 


Val 


Trp 


He 






755 










760 










765 






Pro 


Thr 


Arg 


His 


Leu 


Lys 


Phe 


Tyr 


Asn 


Glu 


Pro 


He 


Xaa 


Asp 


Ala 


Lvs 




770 










775 










780 






Lys 


Xaa 


Xaa 


Ser 


Xaa 


Glu 


Xaa 


Xaa 


Thr 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


785 










790 










795 










800 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










805 










810 










815 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








820 










825 










830 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






835 










840 










845 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




850 










855 










860 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


865 










870 










875 










880 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










885 










890 










895 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








900 










905 










910 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






915 










920 










925 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Thr 


He 


Xaa 


Xaa 


Xaa 




930 










935 










940 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


945 










950 










955 










960 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Ala 


Xaa 


Xaa 


Xaa 


Asp 


Xaa 


Xaa 


Xaa 










965 










970 








975 




Xaa 


Xaa 


Xaa 


Lys 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Pro 


Xaa 








980 










985 










990 






Glu 


Trp 


Gly 


Xaa 


Xaa 


Xaa 


He 


Xaa 


Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ser 



995 1000 1005 

Pro Xaa Ser Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

1010 1015 1020 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

1025 1030 1035 



<210> 160 

<211> 1081 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> MISC^FEATURE 

<222> (1)..(1081) 

<223> Xaa=Any amino acid 



<400> 160 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

20 25 30 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

35 40 45 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

50 55 60 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
65 70 75 80 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

85 90 95 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

100 105 110 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

115 120 125 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

130 135 140 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
145 150 155 160 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

165 170 175 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

180 185 190 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

195 200 205 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

210 215 220 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
225 230 235 240 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

245 250 255 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

260 265 270 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

275 280 285 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

290 295 300 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
305 310 315 320 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

325 330 335 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

340 345 350 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

355 360 365 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

370 375 380 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
385 390 395 400 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

405 410 415 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

420 425 430 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
435 440 445 
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Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




450 










455 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


465 










470 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










485 








Xaa 


Val 


Thr 


Trp 


Met 


Asp 


Asn 


Pro 








500 










Val 


Trp 


Val 


Pro 


Gly 


Pro 


Xaa 


Asp 






515 










520 


Glu 


Glu 


Gly 


Met 


Met 


He 


Asn 


He 




530 










535 




He 


Cys 


Leu 


Gly 


Arg 


Ala 


Pro 


Gly 


545 










550 






Trp 


Leu 


Val 


Glu 


Val 


Pro 


Thr 


Val 










565 








His 


Met 


Val 


Ser 


Gly 


Met 


Ser 


Leu 








580 










Asp 


Phe 


Ser 


Tyr 


Gin 


Arg 


Ser 


Leu 






595 










600 


Cys 


Pro 


Lys 


Glu 


He 


Pro 


Lvs 


Glu 




610 










615 




Trp 


Glu 


Glu 


Cys 


Val 


Ala 


Asn 


Ser 


625 










630 






Phe 


Glv 


Thr 


He 


lie 


Asp 


Tro 


Ala 










645 








Cys 


Ser 


Glv 

w J. jr 


Gin 


Thr 


Gin 


Ser 


Cys 








660 










Val 


Asp 


Ser 


Asp 


Leu 


Thr 


Glu 


Ser 






675 










680 


Leu 


Gin 


Ser 


Phe 


Tvr 


Pro 


Tro 


Glu 




690 










695 




Pro 


Arcr 


Pro 


Xaa 


He 


He 


Ser 


Pro 


705 










710 






Leu 


Trp 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










725 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








740 










Leu 


Asn 


Ser 


Xaa 


Leu 


Thr 


Val 


Pro 






755 










760 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




770 










775 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


785 










790 






Xaa 


Trp 


Xaa 


Xaa 


Xaa 


He 


Xaa 


Leu 










805 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








820 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






835 










840 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




850 










855 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


865 










870 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










885 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








900 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






915 










920 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




930 










935 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
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Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








460 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






475 










480 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Leu 


He 


Xaa 




490 










495 




Xaa 


Glu 


Val 


Tvr 


Val 


Asn 


Asp 


Ser 


505 










510 




Asp 


Xaa 


Cys 


Pro 


Ala 


Lys 


Pro 


Glu 










525 








Ser 


He 


Xaa 


Tvr 

J. 4. 


Xaa 


Tvr 


Pro 


Pro 








540 










Cys 


Leu 


Met 


Pro 


Ala 


Val 


Gin 


Asn 






555 










560 


Ser 


Pro 


Xaa 


Xaa 


Arg 


Phe 


Thr 






570 










575 


Arg 


Pro 


Arg 


Val 


Asn 


Xaa 


Leu 


Gin 


585 










590 






Lvs 


Phe 


Arg 


Pro 


Lys 


Glv 


Lys 


Pro 










605 








Ser 


Lvs 


Asn 


Thr 


Glu 


Val 


Leu 


Val 








620 










Xaa 


Val 


He 


Leu 


Gin 


Asn 


Asn 


Glu 






635 










\j*±\j 


Pro 


Arg 


Gly 


Gin 


Phe 


lyj. 








650 










655 




Xaa 


Ser 


Ala 


Gin 


V CLX 








665 










670 






Leu 


Asp 


Lys 


His 


Lys 


His 














685 








Tro 


Glv 


Glu 


Lys 


Gly 


He 


Ser 


Thr 








700 










Val 


Ser 


Glv 


Pro 


Glu 


His 


Pro 


Glu 






715 










720 


Xaa 


Xaa 


Xaa 


Arg 


He 


Xaa 


Xaa 


Xaa 




730 










735 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


745 










750 






Leu 


Gin 


Ser 


Cys 


Val 


Lys 


Pro 


Xaa 










765 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








780 










Xaa 


Xaa 


Xaa 


Xaa 


Asp 


Ser 


Thr 


Xaa 






795 










800 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




810 










815 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


825 










830 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










845 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








860 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 






875 










880 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




890 










895 




Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


905 










910 






Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 










925 








Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 








940 










Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
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945 950 955 960 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

965 970 975 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

980 985 990 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

995 1000 1005 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

1010 1015 1020 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg 

1025 1030 1035 

Cys Thr Gin Gin Leu Arg Arg Asp Ser Asp Xaa Xaa Xaa Xaa Xaa 

1040 1045 1050 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

1055 1060 1065 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1070 1075 1080 



<210> 161 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 161 

taggcctttg aggga 15 



<210> 162 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 162 

taggccttat tttaggg 17 



<210> 163 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 163 

gagaaggagc ccaagag 17 



<210> 164 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 164 

gagcctccca cagtt 15 



<210> 165 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 165 

aggccagata caagtct 17 
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<210> 166 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 166 

ttttcgataa aaatgcta 18 

<210> 167 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 167 

ttatatgagg acatta 16 

<210> 168 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 168 

ttatggacat agactcat 18 

<210> 169 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 169 

ttgggagatt ctggcaaa 18 

<210> 170 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 170 

aatcgtctct ctcacc 16 

<210> 171 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 171 

aatttttaca atttaagact 20 

<210> 172 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 172 

gtccgaagaa atagg 15 
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<210> 173 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 173 

tgccaatcct ccagtt 16 

<210> 174 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 174 

aacatagatg cagatcaact at 22 

<210> 175 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 175 

agtactatta gtcaacaa 18 

<210> 176 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 176 

gtcaacaagc attaatgcaa 20 

<210> 177 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 177 

ccattgagca agttagag 18 

<210> 178 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 178 

gagctatctg ccttagag 18 

<210> 179 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 179 

cttgggaaaa aatccaagac 20 
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<210> 180 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 180 

gaagtacctg cccctcattt aatacagtaa 



30 



<210> 181 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 181 
ccctaccctg atttt 



15 



<210> 182 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 182 
aaggctccaa gatgtt 



16 



<210> 183 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 183 

tcaattgccg atgaaaaag 



19 



<210> 184 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 184 
cggtaaggtc atagtgg 



17 



<210> 185 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 185 
tggagttgat ggcatat 



17 



<210> 186 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 186 
aaacgccaat cctgagt 



17 
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<210> 187 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 187 
tcaatcagcc attaa 



<210> 188 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 188 

aaaggttcct gcaggatcag a 



<210> 189 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 189 

aggatcagat gtaatctca 

<2*10> 190 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 190 
aatatgtaaa agcctgt 



<210> 191 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 191 
ataaagctat gcttat 



<210> 192 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 192 

aataacagga gttgttttag 



<210> 193 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 193 
acatttggag gaaaat 
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<210> 194 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 194 
attggtcact taaaaaa 



<210> 195 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 195 
attggtcact taaaaaa 



<210> 196 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 196 

ggtagagagc cacctgactt at 



<210> 197 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 197 
aagatgtaaa aaagg 



<210> 198 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 198 
gctagtcaat gtcgtt 



<210> 199 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 199 
gggaaacgag caaag 



<210> 200 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 200 
ccaattcagc catttg 
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<210> 201 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 201 

ccactgtccc aagtgtttc 



19 



<210> 202 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 202 
aataagccag ttacca 



16 



<210> 203 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 203 
acaatacaac aattg 



15 



<210> 204 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 204 

ctcaccacaa gcggcagtgc age 



23 



<210> 205 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 205 

tactatacaa gcagtctctc tgcttccagg ggagc 



35 



<210> 206 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 206 
aaaaaatccc tacagg 



16 



<210> 207 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 207 
cactgcctga ggggactg 



18 
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SEQUENCE LISTING. ST2 5 



<210> 208 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 208 
gactaatctt gggaaga 



17 



<210> 209 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 209 
aaatctaaaa ggagttca 



18 



<210> 210 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 210 

ctagtgtggt tgattcagac t 



21 



<210> 211 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 211 

cgaaattcaa ttggttatta 



20 



<210> 212 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 212 
tcttcaattc cttgg 



15 



<210> 213 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 213 
agtccaagag acaggat 



17 



<210> 214 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 214 

ttattactcc tgccatata 



19 
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<210> 215 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 215 

cattagaaaa aggacattg 



<210> 216 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 216 
ttggaattct gtttgta 



<210> 217 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<400> 217 
taactgagcc attaat 



<210> 218 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 218 

agccatggtc ccctttaatt a 



<210> 219 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 219 
ttttaccaca ccagcct 



<210> 220 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 220 
ttgtcagctc aagct 



<210> 221 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 221 
tacatcgttc actat 
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SEQUENCE LISTING. ST2 5 



<210> 222 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 222 
ttaaaagcat taaat 



15 



<210> 223 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 223 
agaagtccca attgagg 



17 



<210> 224 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 224 
ggtcttgccg atttt 



15 



<210> 225 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 225 
acaatcgtta ccaca 



15 
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